PEPE_1745_[ATCC_25745]
dsdA_[DSM 22036]
dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
dsdA_[FAM19132]
dsdA_[FAM19144] 1]
dsdA_[FAM19169] BTCATTcATc TTcHATG
dsdA_[FAM20650] BTCATTCATC TTcATCETET CEARcETTAR

cwmene [T T LTI
o, TTTGHG TTGATCTeT MGCAMAMA TATCCAGCGA TTAGCAGET GLAGETAC GRICCASTT

0.0bits
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PEPE_1745_[ATCC_25745] G 140
dsdA_[DSM 22036] G A 140
dsdA_[FAM13073] < 140
dsdA_[FAM17622] G 139
dsdA_[FAM18813] G A 140
dsdA_[FAM19080] G 140
dsdA_[FAM19132] < 140
dsdA_[FAM19144] G A 121
dsdA_[FAM19169] [c GATGETGA 140
dsdA_[FAM20650] [§ G FBcATGETGA 140

Consensus TTTGGAAGAA CCTGAATTAT AAAAAGGAAG CTGAATTACC GGTTGGAGTT GAACATATCT TCGATGCTGA

cansrin [T TETY AOCCEE SOOI ST I T
TTTGORAGAR CCTGAATTAT AMARAGGAAG CTGAATTAGC GGTTGGAGTT GAACATATCT TCGATGCTGA

160 180 200
| | |

Sequence logo
0.0bits.

PEPE_1745_[ATCC_25745]
dsdA_[DSM 22036]
dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
dsdA_[FAM19132]
dsdA_[FAM19144]
dsdA_[FAM19169] B
dsdA_[FAM20650]
Consensus AGCTCGTTTT CAACGGTTTG CACCTTATTT TGAGGTAGCA TTCCCAGAAA

DOOOOOOOOE

|
g
B
c

TTTACCAAC ACATGGAATT

ewnsension (1T (LTI I T T T T
6 GACGTTATTT TGAGGTAGCA TTCGCAGAAA G ACATGEAATT

=

0
2.0bits

Sequence Ic‘:)%g‘s c G T TiCCAAc
220 1&0 Z(ISO
PEPE_1745_[ATCC_25745] G c ATcEEcCETG lufe] |
dsdA_[DSM 22036] G c Hic BT lufel
dsdA_[FAM13073] G G e
dsdA_[FAM17622] B [} ufel |
dsdA_[FAM18813] ] G e
dsdA_[FAM19080] G G ATG mcE B
dsdA_[FAM19132] TTHEG c ATcEEGGETG lufe] |
dsdA_[FAM19144] TTHEG G ATcAEccETGC el |
dsdA_[FAM19169] G c BTcABccETG L€l
dsdA_[FAM20650] TTHEG - lufe] |- [efelifule] life] |
Consensus TTAGAATCCC CTTTGCTCAA AATGGATAAG ATGAAGGCTG TTTTAAATGC CGAAGCTCAA AACCAAGTTA
100%
consenaten ||| [ N [LLLEL L [0 EL LR LR Tt LTI
20808
seaenceieso [TAGAATCCC CTTTGOTCAR ARTGGATAAG ATGAAGGCTG TTTTAAATGC CGAAGCTCAA AACCAAGTTA
0.0bits.
3%0 SAIt()
PEPE_1745_[ATCC_25745] MGGCHCARTN CTATETTARAC cBTCATAATE BFTARCTEAE cTGGTGCHAR 350
dsdA_[DSM 22036] 1] B GEGGTGG 350

350
349
350
350
350

dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
dsdA_[FAM19132]
dsdA_[FAM19144]

GTGGTGG
GTGGTGG
GEGGEGG
GEGGEGG
GTGGTGG
GEGGTEGG 331
dsdA_[FAM19169] el Jul© B BcTBAE GTGGTGG 350
dsdA_[FAM20650] MGEGTGHATTT crATETTARC c@TcCATARTT ATTARCTEAE cmccmccHAm 350

Consensus AGGGTGATTT GTATCTTAAG GCTGATAATT ATCTACCAAT TTCGGGCTCA ATTAAGTCAC GTGGTGGAAT

eonsension ([T T T ST LI TN T TN T
ssaveceioge. NGSQTGATTT GTATCTTAAG GCTGATAATT ATCTACCAAT TTCGGGCTCA ATTAAGTCAC GTGGTGGAAT
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PEPE_1745_[ATCC_25745]
dsdA_[DSM 22036]
dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
dsdA_[FAM19132]
dsdA_[FAM19144]
dsdA_[FAM19169] [@ cABcTc TTcH [] L [€ [ ]
dsdA_[FAM20650] ETABCAAcTC TTCAMATTTGC TEcrATATce

Consensus CTACGAAGTG TTGAAATTTG CCGAAAAAGT AGCAATGAAA CACGGTGAAA TTGTATATGG TGATAATTAT

consension (1 TITT T SO EOT O TN INT T TR TN (I ITT]
ACGRAGTG TTGRANTTTG CCGAAARAGT AGCAATGAAA GACGGTGARA T<GTATATOG TGATAATTAT

2.0bits
Sequence logo c

0.0bits
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PEPE_1745_[ATCC_25745]
dsdA_[DSM 22036]
dsdA_[FAM13073] G
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]

fic
ulelul [clufelete] |

dsdA_[FAM19132] ulelul [ehufetele] |
dsdA_[FAM19144] ulehul [ehufetele] |
dsdA_[FAM19169] utehl [eluletele] |

dsdA_[FAM20650] | ufelul [clifelete] |
Consensus GCTAAATTAA ATGAACCACG TTATTTGGAC AATATGGAAT TGTCGTGGGC TCAACGGGAA

consecin, [T FITERITTEN AL TR T L
ATATGGAAT TGTCGTGOGC TCAAGGGCAN

seawrcoce (TAATTAR ATGAACCACG CTTCAAGGAT TTATTTGGAC

0.0bits
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PEPE_1745_[ATCC_25745] B G lGlIGlGlGI 560
dsdA_[DSM 22036] [ G TeTEcAGEGHA 560
dsdA_[FAM13073] B G 560
dsdA_[FAM17622] B G 559
dsdA_[FAM18813] B G 560
dsdA_[FAM19080] G 560
dsdA_[FAM19132] B G ulelul 560
dsdA_[FAM19144] B [ G FGTEGAGEGA 541
dsdA_[FAM19169] B ] G TeTEcHAGEGA s60
dsdA_[FAM20650] B ] ] | FeTEcAcEGA 560

Consensus ATCTTGGACT ATCGATTGGT ATTGTAGCTT GCAAACTAGG TTTTAGAACT AGCGTACATA TGTCGAGCGA

=

L TR LT L TEEL LT (L]
TGTTOGACT ATCGATTGOT ATTGTAGCTT GeRAAGTAGG TTTTAGAAGT AGCGTACATA TGTCGAGCGA

Sequence logo
0.0bits
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PEPE_1745_[ATCC_25745]
dsdA_[DSM 22036]
dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
dsdA_[FAM19132]
dsdA_[FAM19144]

dsdA_[FAM19169] TcGAAGHAAGG
dsdA_[FAM20650] TCBECETEAR TccAEcARcc ATATcCTTABG
Consensus TGCCGCTCAA TGGAAGAAGG ATATGTTACG TGAAAAGGGC GTTAATGTTG TTGAATATAA CGACAATTTC

100%

e I T NV EE I AT
seaencerege [BCCOCTCAR TOGAAGAAGG ATATGTTACG TGAAARGGGC GTTAATGTTG TTGAATATAA CGACAATTTC

0.0bits
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PEPE_1745_[ATCC_25745] G=lG=IGl=G 700
GATGATG

] GllGllGllG
TCARCEAG

dsdA_[DSM 22036] G 700
dsdA_[FAM13073] G BG 700
dsdA_[FAM17622] G BG 699
dsdA_[FAM18813] G Bc 700
dsdA_[FAM19080] G BG 700
dsdA_[FAM19132] G BG 700
dsdA_[FAM19144] cBTcARGEAG GATcATGAAG 681
dsdA_[FAM19169] GBTcARcEAG B GATGETcAAG 700
dsdA_[FAM20650] ABcTARATET cEBTcAAcEAC A TTAETTEATE cATmcAmcABG oo

Consensus ACCCATGCTA TTACAGAAGC ACGTAAATCT GCTGAAGCAG ATCCAATGGC TTACTTCATC GATGATGAAG

eonsension [T NI T LI AT LI T TR T TN T
ssaveceioge GaGATGCTA TIACAGAAGC ACGTARATCT GETGAAGCAG ATCCAATGGC TTACTTCATC GATGATGAAG
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T T T L T
GOTCGTACGA TTTATICTTG GRATATTCaS TTECTCHGT +COreTTOM COTCMTIGN AGGLTCAMM

|

GATCEACARE [ [lule] filefe] [ - [efelifele] | (¢ 840

ufel - TcGAG TAGGTGGTHAG 840

TAGGTGGTHAG 840

Jul- [elehulelelul - [¢] 839

Jul [elehulelelul - [¢] 840

TAGGTGGTHAG 840

TAGGTGGTHAG 840

Jul- [elehulelelul - [¢] 821

Jul - [elehuleleul - [¢] 840

B | l [elehilele] | (e 840
TATCAAAGTT GATGCAGAAC ATCCATTATT TGTATATCTA CCTGCTGGAG TAGGTGGTAG CCCTAGTGGT
WL TR L CRREE T CER ki LR L mPn et
TATGAARGTT GATGCAGAAG ATCGATTATT TGTATAYCTa CCTGCTGGAG TAGGTOG+AG eCesAGTECT

| |

G GER G el [efe] -1 B 910

G GAR G fule] [efe] 1€ | 910

G GHEA G ule] [ele] [e] | 910

G GAR G jule] [ele] [e] | 909

G GAR G fule] [efe] - [e] | 910

G GAR G fule] [efe] [e] | 910

G GHEA G ule] [ele] [e] | 910

G GAR G jule] [ele] [e] | 891

G GAR G fufe] [efe] - [e] | 910

Ghm el |} el | ifel [elel | | | @ 910
GTAGCCTTTG GTCTAAAGAA GATTATTGGC GAAAACGTTC ATCCAATTTT TGCGGAGCCA ACTCATATTC
A A
GTAGCCTTTC GTCTAAAGAR GATTATTGGC GAARACGTTC ATCCAATTTT TGCGGASGCA ACTCATATTC

TMATCATCETC 980

TG |l 980

980

979

980

TGATGETG 980

[ | mATcATcETG 980

[ | TmATGATGETG 961

TcATcETG G 980

| TmATcATcETC 980
CATCAGTTTC GCTAGGAATG ATGACCGGCT TAAATGATCA AATTTCAGTT TATGATGCTG GAATCGATGG
LR L LR (L L ERe T LT (R
CATCROTTIC sCTAGGARTG ATCAGEGCeT TAMATCATGA AATTICAGTT TATGATGCTG CGAATCGATG

| |

] el Jufel | [clelil Whdule] Jufelififele] GTAHECATCAR 1050

il [e] Jule].| [e]e] e julehijufele G B 1050

] G G 1050

] G G 1049

il G G 1050

i G G 1050

] G G 1050

] cBTcABGG GBTGETGG G 1031

il GBTcABGGTE TTcBTGTTGG G GT GGHA 1050

m el Julel | [efell W lile] fufelfifele] GTARCATCAT ccATABATTA 1050
AGTAACTAAG GCTGACGGTC TTGCTGTTGG GCGTCCATCT AGAATTGCTG GTAAGATGAT GGATACATTA
T T T m

 AGTAAGTAAG GCTGACGGTC TTGCTGTTGE GCGTCCATCT AGRATTGCTG GTAAGATGAT GEATACATTA
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dsdA_[DSM 22036]
dsdA_[FAM13073]
dsdA_[FAM17622]
dsdA_[FAM18813]
dsdA_[FAM19080]
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PEPE_1745_[ATCC_25745] ule] - julel BEcATcATCA 1120
dsdA_[DSM 22036] TGATG AcATGATGA 1120
dsdA_[FAM13073] B G GATGA 1120
dsdA_[FAM17622] ute] - Julel GETGA 1119
dsdA_[FAM18813] ute] - ulel GATGA 1120
dsdA_[FAM19080] [ ] G AcATGATGA 1120
dsdA_[FAM19132] [ FGATG BEcATCATGA 1120
dsdA_[FAM19144] [ ] BRcATCATCA 1101
dsdA_[FAM19169] ute] - ulel GATcATCA 1120
dsdA_[FAM20650] [T TTEARCETTT TcATCATEAN AAcAmcAmCA 1120

Consensus TTATATGGAA TTCAAACTTT TGATGATCAA AAGATGATGA AGAATGTTGC AGAATTGCAT GACTCAGAAA
100%
consenaten | ||| [[ | [ (L0 LRI (0L LR EEE R (O TRt DLt
0%
2.0bits _
soaencetcgo TTATATGGAA TTCARRCTTT TGATGATCAA AAGATCATCA AGAATGTTGC AGAATTGCAT GACTCAGAAA
0.0bits

PEPE_1745_[ATCC_25745] BfGcTEGCHATGH G 1190
dsdA_[DSM 22036] BTGH 0 G 1190
dsdA_[FAM13073] [ G 1190
dsdA_[FAM17622] B G 1189
dsdA_[FAM18813] BTGTEGGATGH G 1190
dsdA_[FAM19080] BTGTGGATGT G 1190
dsdA_[FAM19132] BTEGTGGATGT G 1190
dsdA_[FAM19144] BTG ) G 171
dsdA_[FAM19169] il G 1190
dsdA_[FAM20650] BFGTGGATGT GAT T 1190

Consensus ATGTGGATGT TGAACCATCA GCTGCTTCTG GTTTTACGAT TTTAGATGAC GTTCAAGCTC AATTGGAACA
100%
consenaton | [ [[[[ L0 (DXL [ R TR [ERRERRET CREREAE [TELLLL ]
2080
soaerceioso \TGTGOATGT TEARCCATCA GCTOCTICTC GTTTTACGAT TTTAGATGAC GTTCARGCTC AATTGGAACA
0.0bits.
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PEPE_1745_[ATCC_25745] BBGGGTEGGTR

dsdA_[DSM 22036] B ]

T T T
ek ATGRATE CTAGCCATT TETTTGGEES ACB3TGGTA GeATGTe00 THIGWATGT

jufefufete] fufel |
jufefufete] jufel |
jufefufete] fufel |
jufefufete] fufel |
jufefufete] fufel |
jufefufete] jufel |
jufefufete] fufel |
I ATcmcc@TcH Ac

- [ufelutete] [ufe] |

ATGGACCAGT ATGTGGCTGA AGGACATCAA GTTAAATAA

LT LT (LU
TGGACCAGT ATGTGGCTGA AGGACATCAA GTTAAATAA

DOOOOOOOOG




