Strain Type INSDC Size (Mb) GC% CDS rRNA tRNA  Other RNA  Reference
P. brassicacearum NFM421 Complete CP002585.1 6.84 60.8 6095 16 65 - [1]

P. brassicacearum Q8r1-96 Draft (5) CM001512.1 6.60 61.0 5715 16 65 20 [2]
Pseudomonas chlororaphis subsp. aureofaciens 30-84 Draft(13) CM001559.1 6.66 62.9 5848 19 74 19 [2]

P. chlororaphis GP72 Draft (347) AHAY00000000.1 6.63 63.1 6107 - 56 - [3]

P. chlororaphis 06 Draft (31) CM001490.1 6.98 62.9 6,223 - - - [2]

P. extremaustralis 14-3 substr 14-3b Draft (113) AHIP00000000.1 6.59 60.7 5934 13 49 - [4]

P. fluorescens A506 Complete CP003041.1 5.96 60.0 5627 19 69 17 unpublished
P. fluorescens F113 Complete CP003150.1 6.85 60.8 5862 16 66 9 [5]

P. fluorescens NCIMB 11764 Draft(831) CMO001560.1 6.69 58.6 6011 4 30 - [6]

P. fluorescens NZ007 Draft(809) AKBR00000000.1 6.47 60 5730 7 47 - unpublished
P. fluorescens NZ011 Draft(973) AJXJ00000000.1 6.8 58.5 5923 6 53 - unpublished
P. fluorescens NZ052 Draft(440) AJXH00000000.1 6.82 60.1 6078 5 52 - unpublished
P. fluorescens NZ17 Draft(1032) AJXF00000000.1 6.8 63.2 6311 3 48 - unpublished
P. fluorescens Pf0-1 Complete CP000094.2 6.85 60.5 5722 19 73 3 [7]

P. fluorescens Q2-87 Draft(2) AGBM00000000.1 6.36 60.6 5701 19 68 [2]

P. fluorescens R124 Draft(77) ALYLO1000000 6.25 60.3 5570 - - - unpublished
P. fluorescens SBW25 Complete AM181176.4 6.72 60.5 5921 16 66 15 [7]

P. fluorescens SS101 Complete CMO001513.1 6.18 60.0 5372 19 68 17 unpublished
P. fluorescens Waynel Draft (90) CADX01000000 6.86 - 6228 - 52 - [8]

P. fluorescens WH6 Draft(53) CMO001025.1 6.27 60.5 5833 4 52 - [9]

P. fluorescens Wood1R Draft (1437) CAFF01000000 6.68 - 5897 - 30 - [8]

P. mandelii JR-1 Draft (96) AJFMO00000000.1 7.10 57.9 6374 5 54 - [10]

P. protegens Pf-5 Complete CP000076.1 7.07 63.3 6108 16 71 17 [11]

P. tolaasii NCPPB 2192 Draft(13915)  AJXK00000000 14.37 60.2 12781 10 63 - unpublished
P. tolaasii PMS117 Draft(357) AJXG00000000 7.0 60.2 6178 3 52 = unpublished
Pseudomonas sp Agl Draft(113) AKVH00000000 7.25 - 6482 4 48 - [12]

P. synxantha BG33R Complete CM001514.1 6.30 59.7 5509 19 68 18 [2]
Pseudomonas sp GM102 Draft(159) AKJB00000000 6.65 - 6001 3 58 12 [13]
Pseudomonas sp GM16 Draft(128) AKJV00000000 6.55 - 5867 2 64 13 [13]
Pseudomonas sp GM17 Draft(280) AKJUO0000000 6.78 - 6085 3 56 13 [13]
Pseudomonas sp GM18 Draft(140) AKJT00000000 6.29 - 5682 2 61 12 [13]
Pseudomonas sp GM21 Draft(210) AKJS00000000 6.60 - 6031 3 53 11 [13]
Pseudomonas sp GM24 Draft(399) AKJRO0000000 6.51 - 5828 7 54 12 [13]




Strain Type INSDC Size (Mb) GC% CDS rRNA tRNA  Other RNA  Reference
Pseudomonas sp GM25 Draft(91) AKJQ00000000 6.35 - 5684 2 51 11 [13]
Pseudomonas sp GM30 Draft(180) AKJPO0000000 6.14 - 5588 2 58 11 [13]
Pseudomonas sp GM33 Draft(205) AKJO00000000 6.72 - 6061 2 49 11 [13]
Pseudomonas sp GM41(2012) Draft(164) AKJNO0000000 6.61 s 6012 3 57 12 [13]
Pseudomonas sp GM48 Draft(200) AKJM00000000 6.44 - 5845 3 47 11 [13]
Pseudomonas sp GM49 Draft(345) AKJLOO000000 6.58 - 6227 3 57 13 [13]
Pseudomonas sp GM50 Draft(155) AKJKO0000000 6.69 - 6033 3 57 11 [13]
Pseudomonas sp GM55 Draft(163) AKJJO0000000 6.48 - 5949 7 50 2 [13]
Pseudomonas sp GM60 Draft(181) AKJ100000000 6.42 - 5884 3 54 2 [13]
Pseudomonas sp GM67 Draft(183) AKJHO0000000 6.50 - 5966 2 57 2 [13]
Pseudomonas sp GM74 Draft(180) AKJG00000000 6.10 - 5531 5 54 2 [13]
Pseudomonas sp GM78 Draft(235) AKJFO0000000 7.28 - 6681 2 57 1 [13]
Pseudomonas sp GM79 Draft(126) AKJEO0000000 6.70 - 6026 2 58 1 [13]
Pseudomonas sp GM80 Draft(282) AKJD00000000 6.78 - 6183 3 59 2 [13]
Pseudomonas sp PAMC 25886 Draft (95) AHHCO00000000.1 7.02 59.9 5830 - 50 [14]
Pseudomonas sp R62 Draft (991) AHZMO00000000.1 6.32 59.5 5354 - - - [15]
Pseudomonas sp R81 Draft (151) AHZN01000000.1 6.22 61.7 5602 - - - [15]

Numbers presented in parentheses indicate the number of contigs.
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