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A) Coding sequences are shown in upper case letters and non-coding regions in lower case letters. The 5’ss consensus sequence is

MAG/GTRAGT and the 3’ss consensus is YnNYAG (Mount et al. 1992). The number of pyrimidines (N° of Y) in the 12 bp preceding the

3' ss (NYAG) is indicated for each 3’ss. The consensus number of pyrimidines for Ae. aegypti (8,02±2,15) is derived from the tabulation

of 4688 Ae. aegypti splice-acceptor sites (Salvemini et al., 2011). M= A or C. R=A or G nucleotide. Y=T or C or nucleotide. N=any

nucleotide. B) Schematic representation of fru-P1 gene. Shaded in grey negative MaxEntScan scores.

Figure S3 – Exon/Intron junctions and MaxEntScan scores of fru genes


