Fig. S1 Phylogenetic tree of CSF and blood derived HIV-1 tat.
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Fig. S2 Consensus tat sequences of CSF and blood.

Consensus Blood ATGGAGCCAGTAGATCCTAGNYTAGARCC VCATCCAGGAAGYCARCC RRACTV TGY VN TGLTUT TG Y ALARVHNTG T TGC TWHCATTGYC L. BTGYTTTMYDAVALLAGSCTTAG
Consensus CSF ATGGAGCCAGTAGATCCTAGNYTAGARCC VCATCCAGGRAGYCARCCHVRRAC TVHHTGY MVHN VN TG TUT TGV AL ARVN TG Y TGC THHNC AT TGV L. BTGYTTYMYDAVALALGIECTTAG

| |
Consensus Blood GCATC TATGGCAGGAAGAA GAGACVRCGACGAAGACCAHGANCTY]{ R'[NVGRNTNATCAAGNNNHTCTAYCARAGCAG
Consensus CSF GCATC TATGGC AGGLAG LD GAGACVRCGACGALGACCAMGANC TYIT CD RTHNVGRN TN ATC AAGNNNMTCTAYC ARAGC AG

Legend: Letters represent standard nucleotide codes. Characters with box represent positions different
between CSF and blood. Underlined position represents the synonymous mutation found to
characterize the signature difference between blood and CSF viruses.



