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Figure S1



Relative mRNA expression
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Fold change
(Tcea30E/WT)

Anxa2 annexin A2 NM_007585 -2.00

SYMBOL DEFINITION ACCESSION

Mfge8 milk fat globule-EGF factor 8 protein, transcript variant 2 NM_001045489 -2.16

Vegfa vascular endothelial growth factor A, transcript variant2 ~NM_009505 -2.18
Traf6 Tnf receptor-associated factor 6 NM_009424 -2.37
Pcsk6 proprotein convertase subtilisin/kexin type 6 XM_919493 -2.40
Tuftl tuftelin 1 NM 011656 -2.46

Fos FBJ osteosarcoma oncogene NM 010234 -3.48
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