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Figure S1: Sequence comparison of the Genbank entry of the CP2 gene (NP001105479.1) of the
maize variety B73 and the sequence that was found in the Pit2 interaction screen by Y2H. Yellow:
predicted signal peptide, brown: predicted propeptide, dark green: predicted catalytic domain, light
green: SNPs in the Y2H-identified sequence, which is derived from the maize variety Early
Golden Bantam.



