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Supporting Information Fig 1. Biological processes represented among significantly changed plasma metabo-
lites and proteins

The significantly changed plasma metabolites and proteins in at least one of 12 conditions are subdivided in biological
processes (molecules with an unknown identity were excluded). Each lane represents the response of a treatment group
expressed as mean logz ratios vs. HFD group. Red indicates higher and blue indicates lower concentrations of the
plasma molecule after treatment compared to HFD group. * indicates significantly changed molecule concentrations after
treatment as compared to HFD group with a p-value < 0.05 after FDR correction.





