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Pipecolinic acid
Glutamic acid internal amide
2,4−Dihydroxybutanoic acid
2−Hydroxypentanoic acid
Cholesterol
N−carboxy−valine

PAI1

GLP_1
Glucagon
GIP
Leptin
Ghrelin

RANTES
IL12P40
EOTAX
IL6
IL13
IL9
IL5
gCSF
IL1b
MIP1A
IL4
IL1a
TNFalpha
IL12P70
IL10
IL2
IFNgamma
MCP1
IL3
M1P1B
GMCSF
IL17

Resistin
Leptin

Sitosterol
Campesterol
2,3,4−Trihydroxybutanoic acid
S−methyl−cysteine
Sucrose
Meso erythrytol
Erythronic acid
Vitamin E
Arabinose

Indole−3−propionic acid

Inositol cyclic phosphate
Phosphorylethanolamine
Phenylalanine
Tryptophan
Myo−inisitol
Inositol

Erythronic acid
4−Hydroxyproline

Glutamic acid
Aminomalonic acid
Oxalic acid
4−oxoproline
2−hydroxybutanoic acid
Erythronic acid

Beta alanine
Ribose
Methionine
Glycine
Phosphate

SM(d17:1/16:0)
SM(d16:1/16:0)
C18:0 LPC
SM(d18:2/16:0)
SM(d18:1/16:0)
SM(d18:1/18:0)
C16:0 LPC
C16:0 LPA
C18:2 LPC

1,3 Diglyceride (Mw 620)
1,3 Diglyceride (Mw 592)

2−C16:0 Monoglyceride
C16:0 Monoglyceride
C18:2 Monoglyceride
C18:1 Monoglyceride
2−C18:0 Monoglyceride
C18:0 Monoglyceride

2−hydroxybutanoic acid
3−hydroxybutanoic acid

C20:1 fatty acid 
C16:0 fatty acid (palmitic acid)
Glycerol−3−phosphate
C18:0 fatty acid (stearic acid)
C18:1 fatty acid (oleic acid)
C12:0 fatty acid (lauric acid)
C22:6 fatty acid (docosahexaenoic acid)
C17:0 fatty acid
C18:2 fatty acid (linoleic acid)
Glycerol
C20:4 fatty acid (arachidonic acid)
C16:1 fatty acid (palmitoleic acid)
C14:0 fatty acid (myristic acid)
Citric acid

Urea
Ornithine
Malic acid
Fumaric acid
Aspartic acid

Valine
Leucine
4−Methyl−2−oxovaleric acid
Isoleucine

Methionine
Aspartic acid
4−Hydroxyproline
Valine
Leucine
Alanine
Glycine
Phenylalanine
Isoleucine
Proline
Beta alanine
Tyrosine
Asparagine
Lysine
Glutamine
Threonine
Serine
Tryptophan
Ornithine

Isocitric acid
Succinic acid
Malic acid
Fumaric acid
Alpha−Ketoglutaric acid
Citric acid

Pyruvic acid
Lactic acid
Glycerol−3−phosphate
Glucose

Sucrose
Insulin
4−Deoxyglucose
Glucose
Mannose
Arabinose
Fructose
Ribose
Ribulose or Xylulose
Xylose
1,5−Anhydro−D−Glucitol

210-1-2

Supporting Information Fig 1

log2 concentration ratio vs. HFD
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Supporting Information Fig 1. Biological processes represented among significantly changed plasma metabo-
lites and proteins 
The significantly changed plasma metabolites and proteins in at least one of 12 conditions are subdivided in biological 
processes (molecules with an unknown identity were excluded). Each lane represents the response of a treatment group 
expressed as mean log2 ratios vs. HFD group. Red indicates higher and blue indicates lower concentrations of the 
plasma molecule after treatment compared to HFD group. * indicates significantly changed molecule concentrations after 
treatment as compared to HFD group with a p-value < 0.05 after FDR correction.




