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Supplementary Figures and Legends:

Figure S1. RNF168 promotes protein ubiquitylation at DSBs. (A) 293T cells
transfected with Flag-epitope tagged RNF8 and RNF168 were irradiated (10 Gy) and
processed for immunostaining experiments using indicated antibodies. (B)
Quantification of results obtained in (A). (C) HeLa cells were transfected with
indicated siRNAs twice at 24 hr interval. 48 hr post-transfection cells were irradiated,
lysed, and YH2AX molecules were immunoprecipitated under denaturing condition.
Immunoprecipitants were separated by SDS-PAGE and Western blotting

experiments were performed using indicated antibodies.

Figure S2. Comparison of the central helix structure of RNF168 with that of
TRAF6 (A), CHIP (B) and RNF8 (C). The central helices of RNF168, TRAF6,
CHIP and RNF8 are shown in a ribbon mode and colored green, cyan, pink and brown,

respectively.
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