
Supplementary Figure 1. Quality control report. The GBSA quality report consists of (A) the global depth of
of coverage,  (B) the proportion of duplicated reads relative to the total amount of sequenced reads and 
(C) summary of the analysis setup.
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Supplementary Figure 2. Data visualisation. Cytosine methylation level as well the genome depth of
coverage can be visualised via (A) all genome browsers which are compatible with the bedgraph
format such as UCSC or (B) the GBSA GUI.

B

A


	Supp
	Supp2

