
            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *        20         *        40         *        60         *        80         *       100
ATGACAATGCCTCATCGCTATATGTTTTTGGCAGTCTTTACACTTCTGGCACTAACTAGTGTGGCCTCAGGAGCCACAGAGGCGTGCTTACCAGCAGGCC
ATGATAATGCCTCATCGCTATATGTTTTTGGCAGTCTTTACACTTCTGGCACTAATTAATGTGGCCTCAGGAGCCACAGAGGCGTGCTTACCAGCAGGCC
ATGACAATTGCACACCACTGCATATTTTTGGTAATCTTGGCCTTTCTGGCACTAATTAATGTGGCCTCAGGAGCCACAGAGGCGTGCTTACCAGCAGGCC
ATGTCTCTGGCACATTATTGTTTACTACTAGCCATCGTCACATTGCTGGGATTAACTAATGTTGTCTCTGCGACTACAGCGGCATGCCTGCCAGCAAACT
ATGacaaTg C CAtc cT taT tTttTgGca TCtT aCa TtCTGGcAcTAA TAaTGTgGcCTCaGgagCcACAGaGGCgTGCtTaCCAGCAggCc

       
       
 :  100
 :  100
 :  100
 :  100
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       120         *       140         *       160         *       180         *       200
AGAGGAAAAGTGGGATGAATATAAATTTTTACCAGTATTCATTGAAAGATTCCTCCACATATTCGAATGCAGCATATATGGCTTATGGATATGCCTCAAA
AGAGGAAAAGTGGGATGAATATAAATTTTTACCAGTATTCATTGAAAGATTCCTCCACATATTCGAATGCAGCATATATGGCTTACCAATATGCAGACAA
AGAGGAAAAGTGGGATGAATATAAATTTTTACCAGTATTCATTGAAAGATTCCTCCACATATTCGAATGCAGCATATATGGCTTATGGATATGCCTCAAA
CAAGGAAGAATGGTATGAATGTAAACTTTTACCAGTATTCATTGAGAGATTCCTCCACATATTCGAATGCAGCATATATGGCTTATGGATATGCCTCAAA
agAGGAAaAgTGGgATGAATaTAAAtTTTTACCAGTATTCATTGAaAGATTCCTCCACATATTCGAATGCAGCATATATGGCTTAtggATATGCctcaAA

       
       
 :  200
 :  200
 :  200
 :  200
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       220         *       240         *       260         *       280         *       300
AACCAAACTAGGTTCTGTCGGAGGACAAACTGATATCTCGATTGATTATAATATTCCCTGTGTTAGTTCATCAGGCACATTTCCTTGTCCTCAAGAAGAT
AGTCAAATTGGGCTCTGTTAGTGGGCAAACGGATATATCTATCAACTATAATGTTCCTTGTGTTACAACCTCAGGGACATATCAGTGCCCTCAAGAAGAT
AACCAAACTAGGTTCTGTCGGAGGACAAACTGATATTTCGATTGATTATAATATTCCCTGTGTTAGTTCATCAGGCACATTTCCTTGTCCTCAAGAAGAT
AACTAAACTGGGTTCTGTCGGAGGACAAACTGATATCTCGATTGATTATAATATTCCTTGTGTTAGTTCATCAGGCACATTTCCTTGTCCTCAAGAAGAT
AaccAAAcT GGtTCTGTcgGaGGaCAAACtGATAT TCgATtgAtTATAATaTTCC TGTGTTAgttCaTCAGGcACATtTCctTGtCCTCAAGAAGAT

       
       
 :  300
 :  300
 :  300
 :  300
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       320         *       340         *       360         *       380         *       400
TCCTATGGAAACTGGGGATGCAAAGGAATGGGTGCTTGTTCTAATAGTCAAGGAATTGCATACTGGAGTACTGATTTATTTGGTTTCTATACTACCCCAA
TTATATGGTAATTGGGGATGCAAAGGAATAGGTGCTTGTTCTAATAATCCAATAATTGCATACTGGAGTACTGATTTATTTGGTTTCTATACTACCCCAA
TCCTATGGAAACTGGGGATGCAAAGGAATGGGTGCTTGTTCTAATAGTCAAGGAATTGCATACTGGAGTACTGATTTATTTGGTTTCTATACTACCCCAA
TTATATGGTAATTGGGGATGCAAAGGAATTGGTGCTTGTTCTAATAATCCAATAATTGCATACTGGAGTACTGATTTATTTGGTTTCTATACTACCCCAA
T  TATGG AA TGGGGATGCAAAGGAAT GGTGCTTGTTCTAATA TC A  AATTGCATACTGGAGTACTGATTTATTTGGTTTCTATACTACCCCAA

       
       
 :  400
 :  400
 :  400
 :  400
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       420         *       440         *       460         *       480         *       500
CAAACGTAACCCTAGAAATGACAGGTTATTTTTTACCACCACAGACGGGTTCTTACACATTCAAGTTTGCTACAGTTGACGACTCTGCAATTCTATCAGT
CAAACGTAACCCTAGAAATGACAGGTTATTTTTTACCACCACAGACGGGTTCTTACACATTCAAGTTTGCTACAGTTGACGACTCTGCAATTCTATCAGT
CAAACGTAACCCTAGAAATGACAGGTTATTTTTTACCACCACAGACGGGTTCTTACACGTTTTCTTTTGCAACAGTAGATGATTCTGCAATTTTATCAGT
CAAACGTAACCCTAGAAATGACAGGTTATTTTTTACCACCACAGACGGGTTCTTACACATTCAAGTTTGCTACAGTTGACGACTCTGCAATTCTATCAGT
CAAACGTAACCCTAGAAATGACAGGTTATTTTTTACCACCACAGACGGGTTCTTACACaTTcaagTTTGCtACAGTtGAcGAcTCTGCAATTcTATCAGT

       
       
 :  500
 :  500
 :  500
 :  500
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       520         *       540         *       560         *       580         *       600
AGGTGGTGCAACCGCGTTCAACTGTTGTGCTCAACAGCAACCGCCGATCACATCAACGAACTTTACCATTGACGGTATCAAGCCATGGGGTGGAAGTTTG
CGGTGGTAACGTTGCGTTCGAATGTTGTGCACAAGAACAACCTCCAATTACATCGACAGATTTTACAATCAGTGGTATTAAGCCATGGAATGAAAGTCCC
CGGTGGTAGCATTGCGTTCGAATGTTGTGCACAAGAACAACCTCCCATCACGTCGACTAACTTCACAATCAATGGTATCAAGCCATGGGATGGAAGTCTC
CGGTGGTAGCATTGCGTTCGAATGTTGTGCACAAGAACAACCTCCCATCACGTCGACTAACTTCACCATCAATGGTATCAAGCCATGGAATGGAAGTCCC
cGGTGGTa cattGCGTTCgAaTGTTGTGCaCAAgAaCAACCtCC ATcAC TCgAC aAcTT AC ATcaatGGTATcAAGCCATGG aTGgAAGTc c

       
       
 :  600
 :  600
 :  600
 :  600
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       620         *       640         *       660         *       680         *       700
CCACCTAATATCGAAGGAACCGTCTATATGTACGCTGGCTACTATTATCCAATGAAGGTTGTTTACTCGAACGCTGTTTCTTGGGGTACACTTCCAATTA
CCTGATAATATCACAGGGACTGTCTACATGTATGCTGGTTTCTATTATCCAATGAAGATTGTTTACTCAAATGCCGTTGCCTGGGGTACACTTCCAATTA
CCTGACAATATCACAGGGACTGTCTACATGTATGCAGGCTACTATTATCCGCTGAAGGTTGTTTACTCCAATGCCGTTTCCTGGGGCACGCTTCCAATTA
CCTGATAATATTACAGGGACTGTCTACATGTATGCTGGTTTCTATTATCCAATGAAGATTGTTTACTCAAATGCCGTTGCCTGGGGTACACTTCCAATTA
CCtgatAATATcacAGGgACtGTCTAcATGTAtGCtGG T CTATTATCCaaTGAAG TTGTTTACTC AAtGCcGTT CcTGGGGtACaCTTCCAATTA

       
       
 :  700
 :  700
 :  700
 :  700
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       720         *       740         *       760         *       780         *       800
GTGTGACACTTCCAGATGGTACCACTGTAAGTGATGACTTCGAAGGGTACGTCTATTCCTTTGACGATGACCTAAGTCAATCTAACTGTACTGTCCCTGA
GTGTGACACTACCAGATGGCACTACCGTTAGTGATGACTTTGAAGGGTACGTATATACCTTTGACAACAATCTCAGCCAGTCGAATTGTACCATTCCAGA
GCGTGGAATTGCCTGATGGTACTACTGTTAGTGATAACTTTGAAGGGTACGTTTACTCTTTTGACGATGACCTAAGTCAGTCAAATTGTACTATCCCTGA
GTGTGACACTACCAGATGGCACTACCGTTAGTGATGACTTTGAAGGGTACGTATATACTTTTGACAACAATCTAAGCCAGCCAAACTGTACCATTCCAGA
GtGTGacAcT CCaGATGG ACtAC GTtAGTGATgACTTtGAAGGGTACGT TAt C TTTGAC A  A CTaAG CAgtC AA TGTAC aT CC GA

       
       
 :  800
 :  800
 :  800
 :  800
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       820         *       840         *       860         *       880         *       900
CCCTTCAAATTATGCTGTCAGTACCACTACAACTACAACGGAACCATGGACCGGTACTTTCACTTCTACATCTACTGAAATGACCACCGTCACCGGTACC
CCCTTCAAATTATACTGCCAGTACTACAATAACTACAACTGAGCCATGGACCGGTACTTCCACTTCTACTTCTACCGAATTGACCACAGTCACCGGTACC
TCCTTCAATACATACTACTAGCACTATCACAACTACCACCGAGCCATGGACCGGTACTTTCACTTCTACATCCACTGAGATGACCACCATCACCGATACT
CCCTTCAAATTATACTGTCAGTACTACCATAACTACAACGGAACCATGGACCGGTACTTTCACTTCTACATCTACTGAAATGACCACCGTCACCGGTACC
cCCTTCAAattATaCTg cAGtACtAc A AACTACaAC GA CCATGGACCGGTACTTtCACTTCTACaTCtACtGAaaTGACCACcgTCACCGgTACc

       
       
 :  900
 :  900
 :  900
 :  900
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *       920         *       940         *       960         *       980         *      1000
AACGGCGTTCCAACTGACGAAACCGTCATTGTCATCAGAACTCCAACAACTGCTAGCACCATCATAACTACAACTGAGCCATGGAACAGCACTTTTACCT
AATGGCTTGCCAACTGACGAAACCATCATTGTTGTCAGAACACCAACAACTGCTAGCACCATCATAACTACAACTGAGCCATGGACTGGCACTTCCACTT
AACGGT----------------------------------------CAATT-------------------------------------------------
AACGGCGTTCCAACTGACGAAACCGTCATTGTCATCAGAACTCCAACAACTGCTAGCACCATCATAACTACAACTGAGCCATGGAACAGCACTTTTACCT
AAcGGc t ccaactgacgaaacc tcattgt  tcagaac ccaaCAAcTgctagcaccatcataactacaactgagccatgga   gcactt  ac t

       
       
 : 1000
 : 1000
 :  911
 : 1000
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1020         *      1040         *      1060         *      1080         *      1100
CTACTTCTACCGAATTGACCACAGTCACTGGCACCAATGGTGTACGAACTGACGAAACCATCATTGTAATCAGAACACCAACAACAGCCACTACTGCCAT
CTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGCTTGCCAACTGATGAAACCATCATTGTTGTCAGAACACCAACAACTGCTAACACCATCAT
----------------------------------------------AACTGATGAAACTGTCATTGTCATCAGAACTCCAACAACAGCTAGCACCATCAC
CTACTTCTACCGAATTGACCACAGTCACTGGCACCAATGGTGTACGAACTGACGAAACCATCATTGTAATCAGAACACCAACAACAGCCACTACTGCCAT
ctacttctaccgaattgaccacagtcac gg accaatgg  t c AACTGA GAAACcaTCATTGT aTCAGAACaCCAACAACaGC A  AC   CAt

       
       
 : 1100
 : 1100
 :  965
 : 1100
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1120         *      1140         *      1160         *      1180         *      1200
AACTACAACTGAGCCATGGAACAGCACTTTTACCTCTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCATCATT
AACTACAACTGAGCCATGGACTGGCACTTTCACCTCTACGTCTACTGAGATGACTACTATCACTGGCACCAACGGTGTACCAACTGACGAAACCATCATT
AACTACCACCGAGCCATGGACCGGTACTTTCACCTCTACATCCACTGAGATGACTACTGTCACCGGTACCAACGGTCAACCAACTGACGAAACTGTTATT
AACTACAACTGAGCCATGGAACAGCACTTTTACCTCTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCATCATT
AACTACaACtGAGCCATGGA c GcACTTT ACCTCTAC TCtAC GA  TGAC AC gTCACcGGtACCAA GGT t CCAACTGA GA ACcaTcATT

       
       
 : 1200
 : 1200
 : 1065
 : 1200
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1220         *      1240         *      1260         *      1280         *      1300
GTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACTTCTACCGAATTGACCACAGTCACCG
GTTGTCAAAACACCAACAACTGCTAGCACCATCATAACTACGACCGAACCATGGACCGGTACTTTCACATCTACATCCACAGAAATGACTACTGTCACTG
GTCATTAGAACTCCAACTAGTGAGGGTTTGATTACTACAACTACCGAACCATGGACCGGTACTTTCACCTCTACATCCACTGAGATGACTACTGTGACCG
GTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACTTCTACCGAATTGACCACAGTCACCG
GTcaTcAgAACaCCAACaAc Gc a tac   cAt ACtAC AC  A CCATGGA CG  ACTTT ACcTCTAC TC AC GAa TGAC AC GTcACcG

       
       
 : 1300
 : 1300
 : 1165
 : 1300
       

1  



            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1320         *      1340         *      1360         *      1380         *      1400
GTACCAATGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTT
GTACCAACGGTCAACCAACTGATGAAACTGTCATTGTTGTTAAAACACCTAC------------------------------------------------
GTACCAACGGTCAACCAACTGACGAAACTGTTATTGTCATTAGAACTCC---------------------------------------------------
GTACCAATGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTT
GTACCAA GGT   CCAACTGAtGA AC  TcATTGTcaT AgAACaCC ac                                                

       
       
 : 1400
 : 1352
 : 1214
 : 1400
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1420         *      1440         *      1460         *      1480         *      1500
TACCTCTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACT
---------------------------------------------------AACTGCTAACACCATCATA------------------------------
---------------------------------------------------AACTAGTGAGGGTTTGATT------------------------------
TACCTCTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACT
                                                   AACTg TgAgaccaTcATt                              

       
       
 : 1500
 : 1371
 : 1233
 : 1500
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1520         *      1540         *      1560         *      1580         *      1600
GCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATCACCACCGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCA
------ACTACAACT------------------------------------------------------G------------------------------
------ACTACAACT---------------------------------------------------ACCG------------------------------
GCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATCACCACCGTCACCGGTACCAATGGTTTGCCAACTGATGAGACCA
      ACTACAACT                                                   accG                              

       
       
 : 1600
 : 1381
 : 1246
 : 1600
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1620         *      1640         *      1660         *      1680         *      1700
TCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACACCTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATGACCACCGT
---------------------------------------------------AGCCATGGACCGGTATTTCCACTTCTACTTCTACCGAATTGACCACCGT
---------------------------------------------------AACCATGGACCGGTACTTTCACCTCTACATCCACTGAGGTTACCACCAT
TCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATGACCACCGT
                                                   AgCCATGGA CG  AcTTt ACcTCTACaTCcACtGAa TgACCACCgT

       
       
 : 1700
 : 1430
 : 1295
 : 1700
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1720         *      1740         *      1760         *      1780         *      1800
CACCGGTACCAACGGTTTGCCAACTGATGAAACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATAACTACAACTGAGCCATGGAACAGC
CACCGGTACTAATGGCTTGCCAACTGACGAAACCATCATTGTTGTCAGAACACCAACAACTGCTAGCACCATCATAACTACAACTGAGCCATGGACCGGT
CACTGGTACCAACGGTCAACCAACTGACGAAACCGTGATTGTCATTAGAACTCCAACTAGTGAGGGTTTGATTACTACAACTACCGAACCATGGACCGGT
CACCGGTACCAACGGTTTGCCAACTGATGAAACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATAACTACAACTGAGCCATGGAACAGC
CACcGGTACcAAcGGtttgCCAACTGA GAAACCaTcATTGTcaTcAGAACaCCAACaAc Gc a tac   cAtaACtACaACtGAgCCATGGA C G 

       
       
 : 1800
 : 1530
 : 1395
 : 1800
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1820         *      1840         *      1860         *      1880         *      1900
ACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGTTTGCCAACTGATGAAACCATCATTGTCATCAGAACACCAACAACAGCCA
ATTTCCACTTCTACTTCTACCGAATTGACCACCGTCACCGGTACCAACGGTCAACCAACTGATGAAACTGTCATTGTTGTTAAAACACCTACAACTGCTA
ACTTTCACCTCTACATCTACTGAGATGACTACTGTCACCGGTACCAACGGTCAACCAACTGACGAAACTGTTATTGTTATCAGAACTCCAACCAGTGAAG
ACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGTTTGCCAACTGATGAAACCATCATTGTCATCAGAACACCAACAACAGCCA
AcTTt ACcTCTACaTC ACtGAaaTGACcACcGTCACCGGTACCAACGGT   CCAACTGAtGAAAC  TcATTGT aTcAgAACaCCaACaAc Gc a

       
       
 : 1900
 : 1630
 : 1495
 : 1900
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      1920         *      1940         *      1960         *      1980         *      2000
CTACTGCCATAACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGTTTGCCAACTGATGA
ACACCATCATAACTACAACTGAGCCATGGACTGGCACTTCCACTTCTACTTCTACCGAATTGACCACAGTCACCGGTACCAATGGCTTGCCAACTGATGA
GTCTAATCAGCACCACCACTGAACCATGGACTGGTACTTTCACCTCTACATCTACTGAGGTTACCACCATCACTGGTACCAACGGTCAACCAACTGACGA
CTACTGCCATAACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGTTTGCCAACTGATGA
 tac   CAtaACtACaACT AgCCATGGA  G cACTTt ACcTCTACaTC ACtGAa TgACCACcgTCACcGGTACCAAcGGtttgCCAACTGAtGA

       
       
 : 2000
 : 1730
 : 1595
 : 2000
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2020         *      2040         *      2060         *      2080         *      2100
AACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATCACC
AACCATCATTGTTGTTAAAACACCTACAACTGCTAACACCATCATAACTACAACTGAGCCATGGACTGGCACTTCCACTTCTACTTCTACCGAATTGACC
AACCGTGATTGTCATTAGAACTCC---AACT---------------------AGTGAG------------------------------------------
AACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGAACGACACTTTTACCTCTACATCCACTGAAATCACC
AACCaTcATTGTcaT AgAACaCC acAAC gc a  ac   cat actacaAcT AGccatgga  g cactt  ac tctac tc ac gaa t acc

       
       
 : 2100
 : 1830
 : 1629
 : 2100
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2120         *      2140         *      2160         *      2180         *      2200
ACCGTCACCGGTACCACCGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGA
ACAGCCACCGGTACCAATGGCTTGCCAACTGATGAAACCATCATTGTTGTTAAAACAC------------------------CTACAACTG---------
------------------GGTTTG------------------------ATTA------------------------------CTACAACT----------
ACCGTCACCGGTACCAACGGTTTGCCAACTGATGAGACCATCATTGTCATCAGAACACCAACAACAGCCACTACTGCCATGACTACAACTCAGCCATGGA
ac g caccggtacca  GGtTTGccaactgatga accatcattgt aT A aacac                        CTACAACT          

       
       
 : 2200
 : 1897
 : 1647
 : 2200
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2220         *      2240         *      2260         *      2280         *      2300
ACGACACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGCGTTCCAACTGACGAAACCGTCATTGTCATCAGAACTCCAACTAG
-----------------------------------------------------------CTAAC-------ACCATCATA--------------------
----------------------------------------------------------------------------------------------------
ACGACACTTTTACCTCTACATCCACTGAAATGACCACCGTCACCGGTACCAACGGCGTTCCAACTGACGAAACCGTCATTGTCATCAGAACTCCAACTAG
                                                           c aac       acc tcat                     

       
       
 : 2300
 : 1911
 :    -
 : 2300
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2320         *      2340         *      2360         *      2380         *      2400
TGAAGGTCTAATCAGCACCACCACTGAACCATGGACTGGTACTTTCACCTCTACATCCACTGAGATGACCACCGTCACCGGTACTAACGGTCAACCAACT
----------------ACCACCACTGAACCATGGACCGGTACTTTTACTTCGACTTCCACTGAGATGACCACCGTCACCGGTACCAACGGTCAACCAACT
----------------------ACCGAACCATGGACCGGAACTTTCACCTCTACATCCACTGAGATGACTACTGTGACCGGTACCAACGGTCAACCAACT
TGAAGGTCTAATCAGCACCACCACTGAACCATGGACTGGTACTTTCACCTCTACATCCACTGAGATGACCACCGTCACCGGTACTAACGGTCAACCAACT
                accaccACtGAACCATGGAC GGtACTTTcACcTCtACaTCCACTGAGATGACcACcGTcACCGGTAC AACGGTCAACCAACT

       
       
 : 2400
 : 1995
 : 1725
 : 2400
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2420         *      2440         *      2460         *      2480         *      2500
GACGAAACCGTGATTGTTATCAGAACTCCAACCAGTGAAGGTTTGGTTACAACCACCACTGAACCATGGACTGGTACTTTTACTTCTACATCTACTGAAA
GACGAAACTGTGATTGTTATCAGAACCCCAACTAGTGAAGGTTTGGTTACAAC-----------------------------------------------
GACGAAACTGTTATTGTCATTAGAACTCCAACTAGTGAGGGTTTGATTACTAG-----------------------------------------------
GACGAAACCGTGATTGTTATCAGAACTCCAACCAGTGAAGGTTTGGTTACAAC-----------------------------------------------
GACGAAAC GTgATTGTtATcAGAACtCCAAC AGTGAaGGTTTGgTTACaAc                                               

       
       
 : 2500
 : 2048
 : 1778
 : 2453
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2520         *      2540         *      2560         *      2580         *      2600
TGACCACCATTACTGGAACCAACGGCGTTCCAACTGACGAAACCGTCATTGTCATCAGAACTCCAACCAGTGAAGGTCTAATCAGCACCACCACTGAACC
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
                                                                                                    

       
       
 : 2600
 :    -
 :    -
 :    -
       

2  



            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2620         *      2640         *      2660         *      2680         *      2700
ATGGACTGGTACTTTTACTTCTACATCTACTGAAATGACCACCATTACTGGAACCAATGGTCAACCAACTGACGAAACCGTTATTGTTATCAGAACTCCA
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
                                                                                                    

       
       
 : 2700
 :    -
 :    -
 :    -
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2720         *      2740         *      2760         *      2780         *      2800
ACTAGTGAAGGTCTAATCAGCACTACAACGGAACCATGGACCGGTACTTTCACTTCTACATCTACTGAAATGACGCACGTCACCGGTACCAACGGCGTTC
-----------------------CACCACTGAACCATGGACTGGTACTTTTACCTCTACATCTACTGAGATGAC--------------------------
-----------------------AACTACCGAACCATGGACTGGTACTTTCACTTCTACATCTACTGAGGTTAC--------------------------
-----------------------TACAACCGAGCCATGGACCGGTACTTTCACCTCTACATCTACTGAGATGAC--------------------------
                        AC AC GAaCCATGGAC GGTACTTTcAC TCTACATCTACTGAgaTgAC                          

       
       
 : 2800
 : 2099
 : 1829
 : 2504
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2820         *      2840         *      2860         *      2880         *      2900
CAACTGACGAAACCGTCATTGTCATCAGAACTCCAACCAGTGAAGGTCTAATCAGCACCACCACTGAACCATGGACTGGCACTTTCACTTCGACTTCCAC
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
                                                                                                    

       
       
 : 2900
 :    -
 :    -
 :    -
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      2920         *      2940         *      2960         *      2980         *      3000
TGAGGTTACCACCATCACTGGAACCAACGGTCAACCAACTGACGAAACTGTGATTGTTATCAGAACTCCAACCAGTGAAGGTCTAATCAGCACCACCACT
---------CACCATCACTGGAACCAACGGTCAACCAACTGA----------------------------------------------------------
---------CACCATCACCGGTACCAACGGTCAACCAACTGA----------------------------------------------------------
---------CACCATCACTGGAACCAACGGTCAACCAACTGA----------------------------------------------------------
         CACCATCACtGGaACCAACGGTCAACCAACTGA                                                          

       
       
 : 3000
 : 2132
 : 1862
 : 2537
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3020         *      3040         *      3060         *      3080         *      3100
GAACCATGGACTGGTACTTTCACTTCTACATCTACTGAAATGACCACCGTCACCGGTACTAACGGTCAACCAACTGACGAAACCGTGATTGTTATCAGAA
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
                                                                                                    

       
       
 : 3100
 :    -
 :    -
 :    -
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3120         *      3140         *      3160         *      3180         *      3200
CTCCAACCAGTGAAGGTTTGGTTACAACCACCACTGAACCATGGACTGGTACTTTTACTTCGACTTCCACTGAAATGTCTACTGTCACTGGAACCAATGG
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
----------------------------------------------------------------------------------------------------
                                                                                                    

       
       
 : 3200
 :    -
 :    -
 :    -
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3220         *      3240         *      3260         *      3280         *      3300
CTTGCCAACTGATGAAACTGTCATTGTTGTCAAAACTCCAACTACTGCCATCTCATCCAGTTTGTCATCATCATCTTCAGGACAAATCACCAGCTCTATC
------------TGAAACTGTCATTATTGTCAAAACTCCAACTACTGCCATCTCATCCAGTTTGTCATCTTC---TTCAGGACAAATCACCAGCTTTATC
------------CGAAACTGTTATTGTCATCAGAACTCCAACTACTGCCATCTCATCCAGTTTGTCATCTTC---TTCAGGACAAATCACCAGCTCTATC
------------TGAAACTGTCATTATTGTCAAAACTCCAACTACTGCCATCTCATCCAGTTTGTCATCTTC---TTCAGGACAAATCACCAGCTTTATC
            tGAAACTGTcATT TtgTCAaAACTCCAACTACTGCCATCTCATCCAGTTTGTCATCtTC   TTCAGGACAAATCACCAGCT TATC

       
       
 : 3300
 : 2217
 : 1947
 : 2622
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3320         *      3340         *      3360         *      3380         *      3400
ACGTCTTCGCGTCCAATTATTACCCCATTCTATCCTAGCAATGGAACTTCTGTGATTTCTTCCTCAGTAATTTCTTCCTCAG------------------
ACGTCTTCGCGTCCAATTATTACCCCATTCTATCCTAGCAATGGAACTTCTGTGATTTCCTCCTCAGTAATTTCTTCCTCAGACACTTCTTCTCTAGTCA
ACGTCTTCGCGTCCAATTATTACCCCATTCTATCCTAGCAATGGAACTTCTGTGATTTCCTCCTCAGTAATTTCTTCTTCAG------------------
ACGTCTGCGCGTCCAATTATTACCCCATTCTATCCTAGCAATGGAACTTCTGTGATTTCCTCCTCAGTAATTTCTTCCTCAGACACTTCTTCTCTAGTCA
ACGTCTtCGCGTCCAATTATTACCCCATTCTATCCTAGCAATGGAACTTCTGTGATTTCcTCCTCAGTAATTTCTTCcTCAG                  

       
       
 : 3382
 : 2317
 : 2029
 : 2722
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3420         *      3440         *      3460         *      3480         *      3500
------------TCACTTCTTCTCTATTCACTTCTTCTCCAGTCATTTCTTCCTCAGTCATTTCTTC------------TTCTACAACAACCTCCACTTC
TTTCTTCCTCAGTCACTTCTTCTCTAGTCACTTCTTCTCCAGTCATTTCTTCTTCATTCATTTCTTCCCCTGTCATTTCTTCTACAACAACCTCCGCTTC
------------TCACTTCTTCTCTAGTCACCTCTTCTTCATTCATTTCTTCCTCTGTCATTTCT------------TCTTCTACAACAACCTCCACTTC
TTTCTTCCTCAGTCACTTCTTCTCTAGTCACTTCTTCTCCAGTCATTTCTTCTTCATTCATTTCTTCCCCTGTCATTTCTTCTACAACAACCTCCGCTTC
            TCACTTCTTCTCTAgTCACtTCTTCTcCAgTCATTTCTTC TCa TCATTTCTtc          tcTTCTACAACAACCTCC CTTC

       
       
 : 3458
 : 2417
 : 2105
 : 2822
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3520         *      3540         *      3560         *      3580         *      3600
TATATTTTCTGAATCATCTAAATCATCCGTCATTCCAACCAGTAGTTCCACCTCTGGTTCTTCTGAGAGCGAAACGAGTTCAGCTGGTTCTGTCTCTTCT
TATACTCTCTGAATCATCTAAATCATCCGTCATTCCAACCAGTAGTTCCACCTCTGGTTCTTCTGAGAGCGAAACGGGTTCAGCTAGTTCTGCCTCTTCT
TATATTCTCTGAATCATCTACATCATCCGTCATTCCAACCAGTAGTTCCACCTCTGGTTCTTCTGAGAGCAAAACGAGTTCGGCTAGTTCTTCCTCTTCT
TATACTCTCTGAATCATCTAAATCATCCGTCATTCCAACCAGTAGTTCCACCTCTGGTTCTTCTGAGAGCGAAACGGGTTCAGCTAGTTCTGCCTCTTCT
TATA TcTCTGAATCATCTAaATCATCCGTCATTCCAACCAGTAGTTCCACCTCTGGTTCTTCTGAGAGCgAAACG GTTCaGCTaGTTCTgcCTCTTCT

       
       
 : 3558
 : 2517
 : 2205
 : 2922
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3620         *      3640         *      3660         *      3680         *      3700
TCCTCTTTTATCTCTTCTGAATCATCAAAATCTCCTACATATTCTTCTTCATCATTACCACTTGTTACCAGTGCGACAACAAGCCAGGAAACTGCTTCTT
TCCTCTTCTATCTCTTCTGAATCACCAAAGTCT---ACATATTCGTCTTCATCATTACCACCTGTTACCAGTGCAACAACAAGTCAGGAAATTACTTCTT
TCCTCTTCTATCTCTTCTGAATCACCAAAGTCTCCTACAAATTCTTCTTCATCATTACCACCTGTTACCAGTGCGACAACAGGCCAGGAAACTGCTTCTT
TCCTCTTCTATCTCTTCTGAATCACCAAAGTCT---ACATATTCGTCTTCATCATTACCACCTGTTACCAGTGCAACAACAAGTCAGGAAATTACTTCTT
TCCTCTTcTATCTCTTCTGAATCAcCAAAgTCT   ACAtATTC TCTTCATCATTACCACcTGTTACCAGTGC ACAACAaG CAGGAAA T CTTCTT

       
       
 : 3658
 : 2614
 : 2305
 : 3019
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3720         *      3740         *      3760         *      3780         *      3800
CATTACCACCTGCTACCACTACAAAAACGAGCGAACAAACCACTTTGGTTACCGTGACATCCTGCGAGTCTCATGTGTGCACTGAATCCATCTCCCCTGC
CATTACCACCTGTTACCACTACAAAAACGAGCGAACAAACCACTTTGGTTACCGTGACATCCTGCGAATCTCATGTGTGCACTGAATCTATCTCCTCTGC
CATTACCACCTGCTACCACTACAAAAACGAGCGAACAAACCACTTTGGTTACCGTGACATCCTGCGAATCTCATGTGTGTACTGAATCCATCTCCTCTGC
CATTACCACCTGTTACCACTACAAAAACGAGCGAACAAACCACTTTGGTTACCGTGACATCCTGCGAATCTCATGTGTGCACTGAATCTATCTCCTCTGC
CATTACCACCTG TACCACTACAAAAACGAGCGAACAAACCACTTTGGTTACCGTGACATCCTGCGAaTCTCATGTGTGcACTGAATC ATCTCCtCTGC

       
       
 : 3758
 : 2714
 : 2405
 : 3119
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3820         *      3840         *      3860         *      3880         *      3900
GATTGTTTCCACAGCTACTGTTACTGTTAGCGGCGTCACAACAGAGTATACCACATGGTGCCCTATTTCTACTACAGAGA--------------------
GATTGTTTCCACGGCCACCGTTACTGTTAGCGGTGCCACAACAGAGTATACCACATGGTGCCCTATTTCTACCACAGAGATAACAAAGCAAACTACGGAG
TATTGTTTCCACGGCCACCGTTACTGTTAGCGGCGTCACAACAGAGTATACCACGTGGTGCCCTATTTCTACCACAGAGACAACAAAGCAAACCAAGGGG
GATTGTTTCCACGGCCACCGTTACTGTTAGCGGTGCCACAACAGAGTATACCACATGGTGCCCTATTTCTACCACAGAGATAACAAAGCAAACTACGGAG
gATTGTTTCCACgGCcACcGTTACTGTTAGCGG G CACAACAGAGTATACCACaTGGTGCCCTATTTCTACcACAGAGA aacaaagcaaac a gg g

       
       
 : 3838
 : 2814
 : 2505
 : 3219
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FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      3920         *      3940         *      3960         *      3980         *      4000
-CAACAAAGCAAACCAAAGGGACAACAGAGCAAACCACAGAAACAACAAAACAAACCACGGTAGTTACAATTTCTTCTTGTGAATCTGACGTATGCTCTA
ACAACAAAGCAAACCAAGGGGACAACAGAGCAAACCACAGAAACAACAAAACAAACCACAGTAGTTACAATTTCTTCTTGTGAATCTGACGTATGCTCTA
ACAACAGAGCAAACCAAGGGGACAACAGAGCAAACCACAGAAACAACAAAACAAACCACAGTAGTTACAATTTCTTCTTGTGAATCTGACATATGCTCTA
ACAACAAAGCAAACCAAGGGGACAACAGAGCAAACCACAGAAACAACAAAACAAACCACAGTAGTTACAATTTCTTCTTGTGAATCTGACGTATGCTCTA
aCAACAaAGCAAACCAAgGGGACAACAGAGCAAACCACAGAAACAACAAAACAAACCACaGTAGTTACAATTTCTTCTTGTGAATCTGACgTATGCTCTA

       
       
 : 3937
 : 2914
 : 2605
 : 3319
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4020         *      4040         *      4060         *      4080         *      4100
AGACTGCTTCTCCAGCCATTGTATCTACAAGCACTGCTACTATTAACGGCGTTACTACAGAATACACAACATGGTGTCCTATTTCCACCACAGAATCGAG
AGACTGCTTCTCCAGCCATTGTATCTACAAGCACTGCTACTATTAACGGCGTTACCACAGAATACACGACATGGTGTCCTATTTCCACCACAGAATCGAG
AGACTGCTTCTCCAGCCATTGTGTCTACAAGCACTGCTACTATTAACGGCGTTACCACAGAATACACAACATGGTGTCCTATTTCCACCACAGAATCGAA
AGACTGCTTCTCCAGCCATTGTATCTACAAGCACTGCTACTATTAATGGCGTTACCACAGAATACACAACATGGTGTCCTATTTCCACCACAGAATCGAA
AGACTGCTTCTCCAGCCATTGTaTCTACAAGCACTGCTACTATTAAcGGCGTTACcACAGAATACACaACATGGTGTCCTATTTCCACCACAGAATCGA 

       
       
 : 4037
 : 3014
 : 2705
 : 3419
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4120         *      4140         *      4160         *      4180         *      4200
GCAACAAACAACGCTAGTTACTGTTACTTCCTGCGAATCTGGTGTGTGTTCCGAAACTGCTTCACCTGCCATTGTTTCGACGGCCACGGCTACTGTGAAT
GCAACAAACTACGCTAGTTACTGTTACTTCCTGCGAATCTGGTGTGTGTTCCGAAACTGCTTCACCTGCCATTGTTTCGACGGCCACGGCTACTGTGAAT
GCAACAAACTACGCTAGTTACTGTTACTTCCTGCGAATCTGGTGTGTGTTCCGAAACTACTTCACCTGCCATTGTTTCGACGGCCACGGCTACTGTGAAT
GCAACAAACTACGCTAGTTACTGTTACTTCCTGCGGATCTGGTGTGTGTTCCGAAACTACTTCACCTGCCATTGTTTCGACGGCCACGGCTACTGTGAAT
GCAACAAACtACGCTAGTTACTGTTACTTCCTGCGaATCTGGTGTGTGTTCCGAAACT CTTCACCTGCCATTGTTTCGACGGCCACGGCTACTGTGAAT

       
       
 : 4137
 : 3114
 : 2805
 : 3519
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4220         *      4240         *      4260         *      4280         *      4300
GATGTTGTTACGGTCTATCCTACATGGAGGCCACAGACTGCGAATGAAGAGTCTGTCAGCTCTAAAATGAACAGTGCTACCGGTGAGACAACAACCAATA
GATGTTGTTACGGTCTATCCAACATGGAGGCCACAGACTACGAATGAAGAGTCTGTCAGCTCTAAAATGAACAGTGCTACCAGTGAGACAACAACCAATA
GATGTTGTTACGGTCTATCCTACATGGAGACCACAGACTACGAATGAACAGTCTGTCAGCTCTAAAATGAACAGTGCTACCAGTGAGACAACTACCAATA
GATGTTGTTACGGTCTATTCTACATGGAGGCCACAGACTACGAATGAACAGTCTGTCAGCTCTAAAATGAACAGTGCTACCAGTGAGACAACAACCAATA
GATGTTGTTACGGTCTATcCtACATGGAGgCCACAGACTaCGAATGAA AGTCTGTCAGCTCTAAAATGAACAGTGCTACCaGTGAGACAACaACCAATA

       
       
 : 4237
 : 3214
 : 2905
 : 3619
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4320         *      4340         *      4360         *      4380         *      4400
CTTTAGCTGCTGAAACGACTACCAATACTGTAGCTGCTGAGACGATTACCAATACTGGAGCTGCTGAGACGAAAACAGTAGTCACCTCTTCGCTTTCAAG
CT---------------------------GGAGCTGCTGAGACAACAACCAATACTGGAGCTGCTGAGACGAAAACAGTAGTCACCTCTTCACTTTCAAG
CT---------------------------GGGGCTGCTGAGACAA---------------------------AAACAGCAGTCACCTCTTCACTTTCAAG
CT---------------------------GGAGCTGCTGAGACAACTACCAGTACTGGAGCTGCTGAGACGAAAACAGTAGTCACCTCTTCAATTTCAAG
CT                           GgaGCTGCTGAGACaA  acca tactggagctgctgagacgaAAACAGtAGTCACCTCTTCacTTTCAAG

       
       
 : 4337
 : 3287
 : 2951
 : 3692
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4420         *      4440         *      4460         *      4480         *      4500
ATCTAATCACGCTGAAACACAGACGGCTTCCGCGACCGATGTGATTGGTCACAGCAGTAGTGTTGTTTCTGTATCCGAAACTGGCAACACCAAGAGTCTA
ATCTAATCACGCTGAAACACAGACGGCTTCCGCGACCGATGTGATTGGTCACAGCAGTAGTGTTGTTTCTGTATCCGAAACTGGCAACACCAAGAGTCTA
ATTCAATCACGCTGAAACACAGACAGCTTCCGCGACCGATGTGATTGGTCACAGCAGTAGTGTTGTTTCTGTATCCGAAACTGGCAACACCATGAGTCTA
ATTCAATCATGCTGAAACACAGACGGCTTCCGCGACCGATGTGATTGGTCACAGCAGTAGTGTTGTTTCTGTATCCGAAACTGGCAACACCAAGAGTCTA
AT  AATCAcGCTGAAACACAGACgGCTTCCGCGACCGATGTGATTGGTCACAGCAGTAGTGTTGTTTCTGTATCCGAAACTGGCAACACCAaGAGTCTA

       
       
 : 4437
 : 3387
 : 3051
 : 3792
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                                                    
         *      4520         *      4540         *      4560         *      4580         *      4600
ACAAGTTCCGGGTTGAGTACTATGTCGCAACAGCCTCGTAGCACACCAGCAAGCAGCATGGTAGGATATAGTACAGCTTCTTTAGAAATTTCAACGTATG
ACAAGTTCCGGGTTGAGTACTATGTCGCAACAGCCTCGTAGCACACCAGCAAGCAGCATGGTAGGATATAGTACAGCTTCTTTAGAAATTTCAACGTATG
ACAAGTTCCGGGTTGAGCACTATGTCGCAACAGCCTCGTAGCACACCAGCAAGTAGCATGGTAGGATCTAGTACAGCTTCTTTAGAAATTTCAACGTATG
ACAAGTTCCGGGTTGAGTACTATGTCGCAACAGCCTCGTAGCACACCAGCAAGTAGCATGGTAGGATCTAGTACAGCTTCTTTAGAAATTTCAACGTATG
ACAAGTTCCGGGTTGAGtACTATGTCGCAACAGCCTCGTAGCACACCAGCAAG AGCATGGTAGGAT TAGTACAGCTTCTTTAGAAATTTCAACGTATG

       
       
 : 4537
 : 3487
 : 3151
 : 3892
       

            
            
FLO1-YH1A : 
FLO1-YL1C : 
FLO5-YH1A : 
FLO9-YH1A : 
            

                                                                             
         *      4620         *      4640         *      4660         *       
CTGGCAGTGCCAACAGCTTACTGGCCGGTAGTGGTTTAAGTGTCTTCATTGCGTCCTTATTGCTGGCAATTATTTAA
CTGGCAGTGCCAACAGCTTACTGGCCGGTAGTGGTTTAAGTGTCTTCATTGCGTCCTTATTGCTGGCAATTATTTAA
CTGGCAGTGCCAACAGCTTACTGGCCGGTAGTGGTTTAAGTGTCTTCATTGCGTCCTTATTGCTGGCAATTATTTAA
CTGGCAGTGCCAACAGCTTACTGGCCGGTAGTGGTTTAAGTGTCTTCATTGCGTCCTTATTGCTGGCAATTATTTAA
CTGGCAGTGCCAACAGCTTACTGGCCGGTAGTGGTTTAAGTGTCTTCATTGCGTCCTTATTGCTGGCAATTATTTAA

       
       
 : 4614
 : 3564
 : 3228
 : 3969
       

4  
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Figure S6 Comparison of sequence of paralogues FLO1, FLO5 and FLO9 
between two parental strains YH1A and YL1C. The primers for the FLO1 
specific expression analysis were designed at the sequence highlighted
by red ink.
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