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H19 Ref ENSMUST00000136359 NCBIM37 chr7 149761434-149764048 str -1l.str from 1 to 2615
Alignment to

H19_SD7_Seg.ape from 1 to 915
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Gaps( ):1702
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Exonl
* * * * * * * * * *
L~ e 1
* * * * * * * * * *

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*

*
*
*
*
*
*
*
*
*
*


genecleaner
Typewritten Text
Exon1

genecleaner
Typewritten Text
Figure S2 B


1201

1301

1401

1501

1601

50

1701

150

1801

250

1901

350

2000

450

2100

550

2200

650

2300

750

2400

~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 1
Exon2

* * * * * * * * *
_gtaagtgtctgtcccgctcgtggtcacccagtctcctcccacgcaagttcaattaactcatgtcttcatttctccctatag- 1400
~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 1

* * * * * * * * * *
~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 1

* * * * * * * * * *

t

gagcatactccctgeccacagggctagteccgetcaaccacctaattgtccacccactcactcaggatt 1600
FEEErrrrrrrr e et r e
~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ AGGGCTAGTCCGCTCAACCACCTAATTGTCCACCCACTCACTCAGGATT 49

EXOH%

* * * * * * * *

Frrrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrr e e e e e e e e e e e e e e
CTGTCCTTTGCAGAACACCATGGGCTGGCGCCTTGTCGTAGAAGCCGTCTGTTCTTTCACTTTTCCCAAAGAGCTAACACTTCTCTGCTGCTCTCTGGAT 149

* * * * * * * * *

*

* * * * * * * * * *

_tgagttctcttctgccccatgtgggtgggagagggtgggatgccaaggacaggggtctcattct 1800
Prerrrrrrrrrrrrrrrrrrrrrr e e e e e e e e e e g e e e e
CCTCCTCCCCCTACCTTGAACCCTCAAGATGAAAGGTGAGTTCTCTTCTGCCCCATGTGGGTGGAAGAGGGTGGGATGCCAAGGACAGGGGTCTCATTCT 249

* * * * * * * * *

Exon4

*

*

* * * * * * * *
ctcccacccatag 1900
Frrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr g rrrrrr e e e e e e e e e e

CTCCCACCCATAGAAATGGTGCTACCCAGCTCATATCTGGGCCTTTGAATCCGGGGACTTCTTTAAGTCCGTCTCGTTCTGAATCAAGAAGATGCTGCAA 349

* * * * * * * * *

*

* * * * * * * * *

_tgagctggggcaccctttggaagcttgccaagcccactccccaccccaccccc—cgcc 1999

Frerrrrrrrrrrrrrrrrrrrrrrrrrrr e e e e e e e e e e e e e e e e e g
TCAGAACCACTACACTACCTGCCTCAGGAATCTGCTCCAAGGTGAGCTGGGGCACCCTTTGGAAGCTTGCCAAGCCCACTCCCCACCCCACCCCCTCGCC 449

* * * * * * * * *

Exonb

*

*

* *

* * * * * *
ccacctcatttgtctttattctctttgceag 2099
Frrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrr e gt e e e e
CCACCTCATTTGTCTTTATTCTCTTTGCAGGTGAAGCTGAAAGAACAGATGGTGTCAACATTTTGAAACAGCAGACTCATAGCACCCACCCACCCCTGAG 549

* * * * * * * * *

*

* * * * * * * * * *

FEErrrrrrrrrerrrrrrrrrrrrrrerrrrr e e e e e e e e e e e e e e e e e e e e e e e e e e e e
AATCCATCTTCATGGCCAACTCTGCCTGACCCGGGAGACCACCACCCACATCATCCTGGAGCCAAGCCTCTACCCCGGGATGACTTCATCATCTCCCTCC 649
* * * * * * * * *

*

* * * * * * * * * *
frrrrrerrrrerrrrrrerrrrerrrrrrrrrrrererrrrererrrrerrrrerrrrer e e e e e et
TGTCTTTTTCTTCTTCCTCCTTTCCTGTAATTCTGTTTCTTTCCTTTTGTTCCTTCCTTGCTTGAGAGACTCAAAGCACCCGTGACTCTGTTTCCCCATT 749
* * * * * * * * *

* * * * * * * * * *
2399
Frrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr gttt

TACCCCCTTTTGAATTTGCACTAAGTCGATTGCACTGGTTTGGAGTCCCGGAGATAGCCTTGAGTCTCTCCGTATGAATGTATACAGCAAGTGTGTAAGC 849

* * * * * * * * *

* * * * * * * * * *
2499
PEEEEErrrrr e e e e e g e e e e e e

*

*


genecleaner
Typewritten Text
Exon3

genecleaner
Typewritten Text
Exon2

genecleaner
Typewritten Text
Exon4

genecleaner
Typewritten Text
Exon5







