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Table S1. Intra-individual correlations between whole genome methylation profiles for DNA
derived from blood (WB), saliva (SL) and lymphoblastoid cell lines (LCLS).

Individual # WB vs. SL WB vs. LCLs SL vs. LCLs
b804 0.9576 0.8660 0.8354
1023 0.9790 0.7585 0.7515
1026 0.9738 0.7956 0.7747
1078 0.9728 0.8659 0.8354
1164 0.9643 0.9072 0.8709
1171 0.9724 0.8148 0.7735
1311 0.9254 0.8247 0.7001
1359 0.9671 0.7547 0.7164
1405 0.9778 0.9298 0.9006
1430 0.9760 0.9101 0.8697
1434 0.9489 0.8754 0.8754
1435 0.9514 0.9254 0.8762
1437 0.9597 0.8125 0.7774
1481 0.8960 0.8855 0.8076
Mean 0.9587 + 0.0070 0.8519 + 0.0450 0.8118 + 0.0533
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