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Visualization of structural transitions. Each page shows in the left column the ten-helix core with
color coding as in Figure 1 of the paper with viewing directions along the lipid bilayer plane (top)
and along the bilayer normal (middle). The right column visualizes the transition with the initial

structure shown as a grey coil model and crimson cones pointing to C atom coordinates in the

final structure.The bottom plot in the left column shows the per residue coordinate shift of the C
atoms in units of Å.
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