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Table S1. Experimentally Verified cis-regulatory Elements in Ciona intestinalis. Data Derived from Comparison of the C. intestinalis 

Genome v.1 or v.2 As Noted [1] and Gene Models and cisregulatory Information from the ANISEED Database [2] and 

Other References As Noted 
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* This element not shown on alignment. 

 

Table S2. Experimentally Verified cis-regulatory Elements in Mouse. Data Were Derived from the References Noted 
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Notes: 

1 - I12a & I12b enhancers located from Dlx1 TSS. 

2 - Human elements tested in mouse (conserved in mouse sequence). 

3 - a.k.a. Oct3, Pou5f1. 

4 - Coordinates based on a 4-exon gene model. 

5 - Coordinates based on NCBI37/mm9 assembly UCSC gene model. 

6 - Some enhancers shared between Myf5 and Myf6 (a.k.a MRF4), e.g. Myf5 -16.8 and Myf6 -8.2 elements. 
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