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Supplementary Table 1. PCR primer sequences used in mRNA expression analysis. 
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Supplementary Table 2. PCR primer sequences used for ChIP analyses. 
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Supplementary Table 3. Antibodies, dilutions and conditions used for immunostaining experiments. 
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Supplementary Figure 1. Ldb1 is removed from pancreatic endocrine cells of Pax6-Cre;Ldb1F/F mice 

by E15.5. A) Immunofluorescence staining of E14 Pax6-Cre;Ldb1F/+ tissue demonstrating nuclear Cre 
expression (red) marking both Pdx1+ (blue) and glucagon+ (green) cells. B) Ldb1 (red) localizes to the 
nuclei of insulin+ and glucagon+ cells (green) of control E15.5 Ldb1F/+ pancreata (top), with levels 
greatly reduced or absent in the Pax6-Cre;Ldb1F/F mutant (bottom).  The yellow dashed lines encircle 
hormone+ clusters. Notably, Ldb1 is not removed from non-hormone+ cells, as expected from the 
endocrine cell specific expression pattern of the Pax6-Cre transgene (37, data not shown. C) Insulin, 
glucagon, and Ldb1 co-positive cells were quantified in littermate control (Ldb1F/F and Ldb1F/+, blue 
bar) and Ldb1 mutant E15.5 pancreata (red bar). D) Ldb1 (red) is essentially absent from all Pax6-
Cre;Ldb1F/F (bottom) insulin+ (green) cells at E18.5, compared with Ldb1F/+ littermate control pancreata 
(top). The yellow dashed lines encircle insulin+ clusters in Ldb1 mutant pancreata, with the arrows 
depicting the presence (white) or absence (yellow) of Ldb1 in the control and Ldb1 mutant, respectively. 
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Supplementary Figure 2. Ldb2 loss does not impact pancreatic islet development. Analysis of insulin 
(green), glucagon (red) and amylase (blue) expression at E18.5 in Ldb1F/+ control (left), Ldb2 mutant 
(Ldb1F/F;Ldb2-/-, center) and Ldb1/Ldb2 double mutant (Pax6-Cre;Ldb1F/F;Ldb2-/-, right) pancreata. Islet 
endocrine cells were lost upon deletion of Ldb1 (right) and not Ldb2 (center). 
 

 


