Additional File 12

Family 1: Positively selected sites found. Sequence is CSEP0228

1
BsEATEEEEN

51
TSQITQPHE

101
TKERSYBERK

151
EABPVESPSF

201
IBEEQRVSDDD

251
GFNKLMVTTS

301
KDYIQFKFCK

351
KLPPQSDfsL

11
TveRENVTIGL

6l

vVHAEEEBIINN

111
SLATLELSMS

161
NETABEPIRE

211
DHTWHYBL[S

261
LPGLMLNASQ

311
DTSKLLNNLG

361
PAETETRQPG

21
DNGLSHEGVE

71
LsQEVDIETK

121
ELKKDGHETD

171
ESFLSEGEEL

221
BGoEDTHEPI

271
EESSKTYQNR

321
LPTSEYDESF

371
EEWLCDERDL

123456

Positive selection

31
NVELTYQEEV

81
DIPDITRSPK

131
DNEASENFQG

181
RDRGLVIRPN

231
EVEEIYQAIP

281
NPENLDHPKY

331
GCHVPKYMSD

381
WADGPPKKAP

Purifying selection

41
PEEKLGEHVS

91
LSDSEYVDLE

141
IBGVsBNYsc

191

ANBREOEHEE

241
QISWFMNVII

291
IYDEEFLERR

341
EESIGQLKMI

391
SISRKLQ


http://selecton.tau.ac.il/

Additional File 13. Continued: Family 2: Positively selected sites found. Sequence is CSEP0006

1

11

21

31

BMwINLCHTLS @SsWLILQVSE DNIBDSPMYE BocTNEEVED

51
EAAKKGVEAF

101

TPENSRLEEN

151
LLNECWGLAT

201
CLIKETEDEE

251

61
FEYKRKVDKEF[B

111

TREQEMEBIEV

161
PTFEYNEGSK

211
SEVDEYWYPL

261

IDVENRNKEE vTvlEBVssis

301
EsEIMWEYLE

351
NHVFAIAYNT

401
KHNPEESLSI

311
BALKYWMSTL

361
KHNNYKLYLM

411
DR

71

81

KTEEBTQLEN vksDEEEEWE

121
ISFQKPSHKI

171
EFPKSILDKM

221
HQKLSDKRLA

271
SNNIBISEBT

321
NESNPNLEBLT

371
KTRNVKVDVH

131
SYNEEIBVRR

181
IGPDAIKNYQ

231
GPSSRFRVVFEF

281
LNLDKVGDGH

331
SQKFIYSWFI

381
NPELEFSTDD

41
LDFYSEDHVR

91
IISSGLFYYR

141
SLEENNKGQS

191
QRLSGRNKLS

241
DISNSEFKER

291
WPQTEFGHKL

341
RPGETNKDSS

391
BDRLRKHIGD



Additional File 12. Continued: Family 3: Positively selected sites found. Sequence is CSEP0217

1
METSsFALYLA

51
LYHSRKVIRY

101

EBESErRFIBI

151
Eccififbsvo

201
LEKKTPVSPT

251
EPERHHIHHP

301
KIQMSSAHEFQ

351
CVIMLDEQEY

401
EMIVDWSSPL

11
LTTLQVGIKE

6l

EEcYBABATH

111
IQKTINQPBOQ

lel
VEKVRQETLK

211
QLLRLADYSE

261
QKNSVEETVE

311
RGRLCSAQID

361
BEEEVYMYSKK

K

21

31

41

SVIGENDNMIE ETDVITAANE FKSIDKEEHT

71

FESsPBEREESW

121
REFRPMKLPR

171
EFQRWNSLNH

221
FIVIBSNHKT

271
EGLTDYEBEP

321
TDTGSFEVWK

371
TKEKENQLFP

81
BLMKDERIFN

131
DMVDSSNPLP

181
QISLTTLRVV

231

91
TGRAGNIRET

141
GRLPVLREYSs

191
QELYGSMVF[E

241

LEMVSRsIDN HDKEDEEWEM

281
FKELRETIHNE

331
FPLELPERDL

381
QYVQETLDYE

291

HEOREBr:Fo

341
ITEHILSSNN

391
DEISDLSWVD



Additional File 12. Continued: Family 4: Positively selected sites found. Sequence is CSEP0154

1 11 21 31 41
MELERIAMEF @SsABFETIsL BARFMVHEPHE DSEVEFEDME FEQETYARID

51 61 71 81 91
REKIIDTGTI QTLNEELNRL VADTTIQRFV QFYDTDNGGY EYEFENFPTRFR

101 111 121 131 141
KRYDGNDLAI TEYEMVIBQQ GEPCSMMMSK TLVLKGIRNR RIVQRSYSLE

151 161
AVGTKYSPQW RQI

Family 5: Positively selected sites found. Sequence is CSEP0118

1 11 21 31 41
MEErFErlsTA BEACLLLEVE VALAVGYFQE SHDERESLAY IQHKDSQCEA

51 61 71 81 91
RHAKDDEIRG PNGEVYRTTH IMTVPRVGFF VYYIIQVIDD SPTYRLYEDL

101 111 121
SNEWEPIVYQ ETNKHTDSDS DESDI



Additional File 12. Continued: Family 6: Positively selected sites found. Sequence is CSEP0015

1
BMREPLALEBTAI

51
LPNSELSAAQ

101

EsPALIEEDN

151
RWIFGNDDDD

201
GWSYSRKVPK

251
SQYNEGSEYD

301
ADFPSTRNPP

351
GPDGTILLIT

401
DTRQDSFKKI

11

BvrYBlYNaG

61

21

DNARuEsHsSE

71

LAANVEARKE EQUAEBSCBE

111
AENEMGLVQK

161l
NDEDDEVNKL

211
YLFPDPPPTL

261
YGSQYQGGSS

311
KPDLSRGRPS

361
DKVTTMDKVT

411
SKDLVTLCFR

121

EBxGrYBIEHG

171
HGFAGSSSDN

221
QQADDDTSSY

271
SSYQKSRSKK

321
GKIIITPGCP

371
TMDKVITMDK

421
FSRAVFL

31

GNTHTTEBQR

81

EENGTHLERK

131
AHEHFDEKVI

181
AIFLSPNIER

231
ASTDYGTASQ

281
KGFVSGLFGS

331
TRPPPNDGYT

381
IIPNQCYNIR

41
LLEGEVKDETC

91

YOGHNESEGHED

141
TNTMHENVQR

191
EYDNYNRGRK

241
SFSSTNGDDS

291
SRKQRYLPAT

341
MRPYRPTFEY

391
IIFLKWVDAH



Additional File 12. Continued: Family 7: No positively selected sites found! Sequence is CSEP0058
1 11 21 31 41
BMREELFILAL BEABFEBAVET EEYIVRETHK EEAHTKELET VEEFRWQDKYV

51 61 71 81 91
BTWTEKTRIT BENVLEKEST FYTDKFGEKE GEIPRPEGSK sLsPAVHDAS

101 111 121 131 141
HSIHTKRFLQ QDPFGYRLDI EKTFSYYNKK SKVHLDHLFR EYQNSSA

Family 8: Positively selected sites found. Sequence is CSEP0058

1 11 21 31 41
BMxFISTATTA ALEBILLLAE ATEGNRYYKE ELSDPVSEAD VIKMVSDRTL

51 61 71 81 91
EKNADIHBKV PTGESHKEYM EMKRTYANRP RITAYLV@HE GDEKE¥QLSL

101 111
HAGGRWHLCS LEDES



Additional File 12. Continued: Family 9: No positively selected sites found. Sequence is CSEP0290

1
HEErELELAL

51
KIEGNGVDRT

101
GYEBALTYNP

151
ERRVEGLVND

11
FMTGLEBEVE:I

6l

DEMQQIASTK ESNRFLGENN ADVGTSLSLT

111
TRVMGGVAPP

le6l

HKILSTNRRL BRPSVQRKPL LLNKEKSESP

21

SIHGIGSLSH RNIGDVNPHNI

71

121

REHAKRALYR sEBGEQLBEK

171

31

81

131

181

Family 10: Positively selected sites found. Sequence is CSEP0029

1

BMEFFNMAFIL @SAALELPAL ASYKISHTNE EERKEMEYNR

51

KLYADRLVQT KQKTEISMKD ITNISWPTNK SDLVLYDINN

101

SIADSVNIRG QTVLIRYSLL IFNYGRVCSI VMHEQGASES

151
ELTHPFEVLF

11

6l

111

G

21

71

121

31

81

131

41

IENPNSVEENV

91
NDNFPVTRSG

141

HREBEYNORE

41
AIYARDYWEE

91
ALHYYFHMLT

141
ETRLLHDVIP



Additional File 12. Continued: Family 11: Positively selected sites found. Sequence is CSEP0047

1 11 21 31 41
BEFPvsEVvEI BEETVALEYC VEBSSQPTLP EGQEVISNSL KVPEENAREY

51 61 71 81 91
ESSEFLSYPI RLFNVAIKET IBTINEQVEf FVDGETGIPL SPEVQLRVFJ

101 111 121 131 141
WASGRDESEE INFFKYMNSI NAQVEDHVGQ FRLFEREKPE PTILYSGQIG

151 161l
IELNYRKDFK LLIVKTPIRI F

Family 12: Positively selected sites found. Sequence is CSEP0092

1 11 21 31 41
MxrLHSTEET TELELFASLC ATQGVNDGYP MYNBRGVIEY EDSVTNSAAR

51 61 71 81 91
AHRLKMGEIN GYIQKLNSFN ADIPPPHRIF PMVRDEDVYS GGIESFYIVI

101 111 121
VBRSGQQQEV AYSVADGYMP EQTIVNPEY



Additional File 12. Continued: Family 13: Positively selected sites found. Sequence is CSEP0125

1 11 21 31 41
MKIEEEISLA BIESHELTPAI ANONYKEHDQ IIGPIPLMES VNNAFKYYNE

51 61 71 81 91
EAKPGPADKL FIPSAFDLKI KYKDGTFDVK TEVGANSQKQ IIYVKAYCQG

101 111 121
KTFDCTPTNE PPTYNKLQPK AENTKM

Family 14: No positively selected sites found in the protein. Sequence is CSEP0364

1 11 21 31 41
MSIFESHEFFL IBCLTLVYPI NGMKIERRFI GSVEAKEEQEN kKERHENMYDIE

51 61 71 81 91
PTLESHEXBY 1 XKRKQKKWFF IYFINRTVEK RESEFEREGE ErDTQETPVL

101 111 121 131
PKGEGKISLY VHLTLISSGI BWwoTPRIFIE VER



Additional File 12. Continued: Family 15: Positively selected sites found. Sequence is CSEP0418

1
BMKNLYHTFRC

51
SFGEIEKVRK

101
NPTIHPTDQT

151
TTSGDDKVLE

201
IBEEWKRALF

251
AEAHDGEIIK

301
ALV

11

21

31 41

QFILLKAIFF MLLTBANASL TLQYVKRSME PEFHEBHNKLY

61
LECKABLSTR

111
RKYTGKEIEN

le6l

eEfrvoEEEEA

211
SEELIIRHRS

261
GPRKAKLKKH

71
DDARRBIVRQ

121
BrREErLIDVAC

171
LKTEEEBREYR

221
NDILYEIVNVD

271
TIRLVCFFHK

81 91
EYINVENLEY EWsLEANPTI

131 141
YERKTKQEYL CQKVSKVESS

181 191
RSKSFDSLLE FHIVRETLGR

231 241
KHDEVRGMVV THHESRKLTS

281 291
TEPELRPALT sDVSNPLKRE



Additional File 12. Continued: Family 16: Positively selected sites found. Sequence is CSEP0343

1

BELEErsBana

51
NENYLISViQ

101
PMKFSCFARF

151
IFEPCSLLG

11 21 31 41
KEFFILAPVI AMPDNYHSGS TPVEDQDNDE sEYCPsDQIf

61 71 81 91
EARQIMRDSY TQYVYPSTFN HFNYDIIGEL WHYPLTGNDK

111 121 131 141
LKLINGFNVL VSYGAQBFVV ENTNNDIABM AHRKSVNGRS

Family 18: Positively selected sites found. Sequence is CSEP0229

1
BKLLSMTAVA

51

11 21 31 41
LLIEFEVEIH LSEDDGAFIN EPRLEVEDSN BGMDEYSDKT

61 71 81 91

BGoITVKSAA AEBYTNTCNS PGOQMERCTED REEMENLFLH PEBGGYVSHL

101
BvPrQHYIIf

151
LNTQGDRNYY

111 121 131 141
NSAGQILAGM LKYETHGNLV SALCRFTPYT AFLSYAESRR

161l 171 181
GSQYGQAGQQ PPIGSNRRSH SGY



Additional File 12. Continued: Family 17: No positively selected sites found in the protein. Sequence is CSEP0225

1 11 21 31 41
MENILESSFL VEEHTELEET cEBEBEPTSsNG KSKLGLSTDP BVENGEYVSS

51 61 71 81 91
SIVRQEIDAHE BKAEEETOPN DVYVNHVEPT RIBGGTSKTE EsEBEPIHGD

101 111 121 131 141
YGLPDEGFKT IARVEEBFQR HLVEIITIHK NGVRHEREII GASNPASFDA

151 161 171 181 191
NEEDLLEEEE ANENED YREN AsEYTEHBYNE EsNGSIRPGG BEKIIDRPEE
201 211 221 231 241

PHGAQFSWEE LPYSKLENHG DATYNEFISE TDSIETLSfly YTDNYREHIE

251 261 271 281 291
PAIWTNKTPA LSNPDFLMKH YRAPESSDSL THEHERsEEPrP HEfADNIKIA

301 311 321 331 341
IRIHEFRSKH KLDLLFPEPI GDESASPGQS NWLWPLRIQI DFHQVRQRSI

351 361 371 381 391
ERFEvLDGSF EEVENESFEN xNESsPBLSEG SKNLSHDMPQ PYLPQ



Additional File 12. Continued: Family 19: Positively selected sites found. Sequence is CSEP0139

1 11 21 31 41
BMEVLLAASTA GLAAFLLLVE TAYGLHYFKE NERRIFAYSV IVGYTDSATY

51 61 71 81 91
EQIQAGDEHF AGEHTYGAYR FTDYLPDGSP RNYEVEMVNV NPYYRLFESS

101 111
GGRWHIETME GsS

Family 20: Positively selected sites found. Sequence is CSEP0063

1 11 21 31 41
MEEENMKWFI ALMFTPKFHEY BDYVENEYGL DVERELIRRA YLLSMNGYVP

51 61 71 81 91
DYBVITSISY LYNNEPIGIF BILGDDETSI AAELYRPFEI WSQSFLDWGH

101 111 121
YFLGDNGYET IYKNPAYNGY TFRQIAFGNL



Additional File 12. Continued: Family 21: Positively selected sites found. Sequence is CSEP0064

1 11 21 31 41
MRPFQELSHL AIFENLEAVE AAAYWDEDGT EIPERNVRAA VVLAENYRKE

51 6l 11 81 91
SFHGYPATFI IGSTFSGVGE VRQIPVEDSD ANWQGGAVEKY YILTNKRGSY

101 111
LEVFSSVGSG NKETFVEG

Family 22: Positively selected sites found. Sequence is CSEP0180

1 11 21 31 41
BMRELPLESFE BLMSHELIsSVS AEYKEVEPSK IKFTTARIDM LRNDISSGSI

51 61 71 81 91
TEGVLIITSS GLRVLTYIFD RKIIDGVAYD FMVTVNYRDK LTRVYEKESE

101 111
HTRICELIFV LD



Additional File 12. Continued: Family 23: Positively selected sites found. Sequence is CSEP0248

1 11 21 31 41
MENLSEVSLA LFLSHLEPHL BVKNYTCGGV VVPAKTIKSE IEKKFDTIPL

51 61 71 81 91
LDGQTYVAAA BCGKTVFEVN PPRNGGSPLS VEIAFNYRQE VMSIJAERDN

101
ETVDCK

Family 24: Positively selected sites found. Sequence is CSEP0111

1 11 21 31 41
MRFPHLVHLS VIBEGFFTFES ABYYTCPEGI LIQOQNDTVRSR HQEIMNLEVQ

51 61 71 81 91
LDVHRTPGQV EMSNETEYES KAGGDLWETS DENPBITTEN TFRISISYPG

101 111 121
EEIVLTEFQK FGSGSQEGTE DVSVEM



Additional File 12. Continued: Family 25: Positively selected sites found. Sequence is CSEP0012

1 11 21 31 41
MRTATLLAFV B@TWLGSLEGI VRFEPEJLCG NDVHIPVSDV NNSLNLFQEQ

51 61 71 81 91
AINCQQEFNI GSPGYLEDGK PKNRASVSTA MHAFGFDFID LNIDHWHEYI

101 111 121 131
IVIDIDIKLQ KFEAVRLRGS KERKVLKCEY DPRYQD

Family 27: Positively selected sites found. Sequence is CSEP0034

1 11 21 31 41
MREsSErAIvc BIABIEVTSK AWAILNHEBE @TERENEDGV YVRYNEFASR

51 61 71 81 91
QRTRLVKSTD DRNSRAWSLV VQOLLNNKPM GEEDPS.MIR DDASAHLTYY

101 111 121 131 141
KLDDLTKLDN YESQSLRTDY VVAIPGSNRA CAVILRRQD[J AWDHSWMEEP

151
TFQFCTHY



Additional File 12. Continued: Family 26: Positively selected sites found. Sequence is CSEP0403

1
BMQFTVRQSTT

51

EvExkHEsEFv

101

GNKERPBRIfL

151
YIDDGYQISE

201
YAFQKINELW

251
THEEBESYTH

301
IOQONHMFHIFS

351
FSIBFDRsSHQ

11
EFRRLHIILFE

61

21
LTISVIGLTE

71

ksvoGrYREH HEEEBECHES

111

BasENEKENV

161

FABEsNELDR

211
FOQYNTNKNED

261
TAIBSAEATM

311
LLLSNEPSSI

361
BESGIYFVTGS

121
YETNBENVHE

171
DVEENLYNER

221
NKQTKVINSF

271
TDSLFBVESK

321
EHMMHRQGER

371
EWTWKKAKPC

31

BaprsEEEED

81

VEEONMEVEE

131
MPTERKERPH

181
IRYIFLBQKI

231
MATENNREEF

281

NyxIEDEEEA

331

LLpMTLBER

381
PNFNLLESRL

41
BLvvrPEBKVV

91
FRREDSMRSE

141
LDDKHEELEK

191
KDKYKFPRCR

241
LNIKRISRVI

291
ExsYIERETS

341
HEPRINHPLT

391
KARGSG



Additional File 12. Continued: Family 28: Positively selected sites found. Sequence is CSEP0234

1

BEAwWEVLSEL

51
NQMEVAPPAS

101

VEBsBEcrEVE

151
GYREDDELYL

201
TRPEELGPNG

251
NBVYKLKVIS

301
NMGTNTNDEN

11
ABLPLCEAKP

61
LEPASFsSGsSE

111
LEHIKPTGPE

lel
KNSVEEFVKF

211
BQQAAVRFNR

261
ARGPERGYEG

311
SMLAKMESTS

21

31

ALRKSHTELE RCNLKYEsHvV

71

81

LEGLVGVGLE TwB@EPskNV

121

131

CCLELMEIEP LKMTHELKVY

171
BFQSERRNPS

221
RLEINSNKER

271

181
IKNALSMYPN

231
IGECRESDNV

281

LHGMNHNGIQ VSTAMLREHL

321

331

DRLIFTWPLR MPENFVHGM

41
oAQERNKLGE

91

LREBYBLERE

141
DTRWDSLQLY

191
LEQFTKFEIR

241
WKBFAELRIE

291
LMECKVLMER



Additional File 12. Continued: Family 29: Positively selected sites found. Sequence is CSEP0059

1 11 21 31 41
MXrLSAASMA TLSELLLSAT AHAADBYEEC SMNTAVSFSG IFYEQSHEY

51 61 71 81 91
LDAEPGBPEG PNGEIYPARR FTRVRRDGSD VLILEQSLDE YPLRRAYEKT

101 111
EQGWRLEPFH KP

Family 30: Positively selected sites found. Sequence is CSEP0070

1 11 21 31 41
MRTSTLLRCL FTWLVTAITT VQCQNDYHCS HNIV@KGDVI QRALNDISTD

51 61 71 81 91
STSTLYAAGT LYBNDVFVHR WWKEMIVPEE YYVGGTDTSY RLIYJPDNKFV

101 111 121
RSIQLVYIFR LGIRISQCTE VIEE



Additional File 12. Continued: Family 31: Positively selected sites found. Sequence is CSEP0105

1 11 21 31 41
BMESHNRLLScL GEWLIBIEGL VQEITEEYEG BNVVISQELI QSVSEIAISE

51 61 71 81 91
LRAGVTWHTS LSGIIYRGNL CGLPNPTYRW FIQQOSEDENS EVVMKYFLLYV

101 111 121
SASCEVQGVI STGWRKKLGE DITWCTEA

Family 32: Positively selected sites found. Sequence is CSEP0106

1 11 21 31 41
MxEsNEAsMA ALEBLSLLIP AVHGTLMFDC GNDAREBLTST VMEYLSIATA

51 61 71 81 91
ASTEDDDPPY AQGQVNGAYR ITKNINNVNR TFLVQSTNIH PFYRFFEITS

101 111
GHYECPLKEH YA



Additional File 12. Continued: Family 33: Positively selected sites found. Sequence is CSEP0195

1 11 21 31 41
BMRSYENIICH ABI2AABIEAH PNNTLSLHRP VLSAMDKRNI GKDHTGEQEG

51 61 71 81 91
STRKHKMNKEL BABoMBEPDP AQSDSEWFSY NDSGEPKTES EAQRLGLEKD

101 111 121 131 141
BEMITPVRGGE BEDQLQFHYAA FEPVTCKLRG VIRQKDNKKD GVFQLCQYTT

151 lel
WPLSWTDPFH PG

Family 34: Positively selected sites found. Sequence is CSEP0371

1 11 21 31 41
MKEEQFEBIvVv AGLSFLKTTI AAGDDYITLE MTSEKVQHIH SVARDMWTMD

51 61 71 81 91
IDYYKSEYQG RYPAFWGNVR GKPARKYPLL YEGKVWTHGS IMIY.VATED

101 111
LSYIRLYYEG TESIDREVPS P



Additional File 12. Continued: Family 35: Positively selected sites found. Sequence is CSEP0380

1 11 21 31 41
MEFLNTVEES BLSABILGSH VOEYVLEEsST GRKEEDNQTMD ELASKAEYQY

51 61 71 81 91
GHEBYPLEPD GERCKAYEFN SQLPNSQSSL ISAYSATDHS HLARATIPYL

101 111 121
VOQVCDSMESY RLFEWYDYRW VKCD





