
 

Additional File 12

 

Family 1: Positively selected sites found. Sequence is CSEP0228   
 

1 11 21 31 41 

M S C A I A I L L N  T V G R L V V T G L  D N G L S H Y G V Y  N V P L T Y Q F L V  P E E K L G I H V S  

     

51 61 71 81 91 

T S Q I T Q P D T H  V V A Y C S I I N N  L S Q L V D I I T K  D I P D I T R S P K  L S D S E Y V D L E  

     

101 111 121 131 141 

T K C R S Y V E R K  S L A T L E L S M S  E L K K D G H C T D  D N L A S L N F Q G  I L G V S G N Y S C  

     

151 161 171 181 191 

F A A P V E S P S F  N I T A D E P I R L  E S F L S E G E L L  R D R G L V I R P N  A M A W F Q G H L H  

     

201 211 221 231 241 

I F E Q R V S D D D  D H T W W Y P L T S  I G Q E D T N A P I  I V E F I Y Q A I P  Q I S W F M N V I I  

     

251 261 271 281 291 

G F N K L M V T T S  L P G L M L N A S Q  E E S S K T Y Q N R  N P E N L D H P K Y  I Y D E E F L E R R  

     

301 311 321 331 341 

K D Y I Q F K F C K  D T S K L L N N L G  L P T S E Y D E S F  G C H V P K Y M S D  E E S I G Q L K M I  

     

351 361 371 381 391 

K L P P Q S D T S L  P A E T F T R Q P G  E G W L C D E R D L  W A D G P P K K A P  S I S R K L Q  

 

 

  1  2  3  4  5  6  7   

Positive selection   Purifying selection 

http://selecton.tau.ac.il/


Additional File 13. Continued: Family 2: Positively selected sites found. Sequence is CSEP0006 
 

1 11 21 31 41 

M W I N L C V T L S  I S W L I L Q V S C  D N I P D S D M Y L  P D G T N G F V C D  L D F Y S I D H V R  

     

51 61 71 81 91 

E A A K K G V E A F  F Y K R K V D K F P  K T F E D T Q L Y N  V K S D I L L S W P  I I S S G L F Y Y R  

     

101 111 121 131 141 

T P G N S R L I I N  T R G Q I M G I V V  I S F Q K P S H K I  S Y N K C I P V R R  S L E E N N K G Q S  

     

151 161 171 181 191 

L L N E C W G L A T  P T F G Y N C G S K  F F P K S I L D K M  I G P D A I K N Y Q  Q R L S G R N K L S  

     

201 211 221 231 241 

C L I K Y T G D E F  S G V D L Y W Y P L  H Q K L S D K R L A  G P S S R F R V V F  D I S N S E F K G I  

     

251 261 271 281 291 

I D V E N R N K K C  V T V W D V S S I S  S N N I Y I S S S T  L N L D K V G D G H  W P Q T C F G H K L  

     

301 311 321 331 341 

K S K I M W L Y L E  F A L K Y W M S T L  N E S N P N L P L T  S Q K F I Y S W F I  R P G E T N K D S S  

     

351 361 371 381 391 

N H V F A I A Y N T  K H N N Y K L Y L M  K T R N V K V D V H  N P C L E F S T D D  I D R L R K H I G D  

     

401 411    

K H N P E E S L S I  D R     



 

 

Additional File 12. Continued: Family 3: Positively selected sites found. Sequence is CSEP0217 
 

1 11 21 31 41 

M K T S F A L Y L A  L T T L Q V G I K G  S V I G E N D Y I C  G T D V I T A A N I  F K S I D K A C H T  

     

51 61 71 81 91 

L Y H S R K V I R Y  P A D Y D A S A T F  F I S D A R L F S W  P L M K D E R I F N  T G R A G N I R L I  

     

101 111 121 131 141 

I D S S C R F I G I  I Q K T I N Q P D Q  R C F R P M K L P R  D M V D S S N P L P  G R L P V L R G Y S  

     

151 161 171 181 191 

C G G I V F D S V Q  V E K V R Q E T L K  E F Q R W N S L N H  Q I S L T T L R V V  Q E L Y G S M V F L  

     

201 211 221 231 241 

L P K K T P V S P T  Q L L R L A D Y S C  F I V I D S N H K T  L G M V S R S I D N  W D K C D E L W E M  

     

251 261 271 281 291 

E P E R H H I H H P  Q K N S V G E T V F  E G L T D Y E C G P  F K F L R E T I N S  H M Q I A C T I F Q  

     

301 311 321 331 341 

K I Q M S S A H F Q  R G R L C S A Q I D  T D T G S F E V W K  F P L Q L P E R D L  I T E H I L S S N N  

     

351 361 371 381 391 

C V I M L D E Q C Y  F H G V Y M Y S K K  T K E K C N Q L F P  Q Y V Q E T L D Y E  D E I S D L S W V D  

     

401     

E M I V D W S S P L  K    

 



 

Additional File 12. Continued: Family 4: Positively selected sites found. Sequence is CSEP0154 
 

1 11 21 31 41 

M R L S R I A M I F  Q S A S F C T I S L  A A R F M V H P H E  D S K V F F C D M E  F E Q E T Y A R I D  

     

51 61 71 81 91 

R E K I I D T G T I  Q T L N E E L N R L  V A D T T D Q R F V  Q F Y D T D N G G Y  E Y F N F P T R F R  

     

101 111 121 131 141 

K R Y D G N D L A I  T E Y I M V I D Q Q  G R P C S M M M S K  T L V L K G I R N R  R I V Q R S Y S L C  

     

151 161    

A V G T K Y S P Q W  R Q I     

 

 

Family 5: Positively selected sites found. Sequence is CSEP0118 
 

1 11 21 31 41 

M K I F S P A S T A  A L A C L L L V V P  V A L A V G Y F Q C  S H D E R F S L A Y  I Q H K D S Q C E A  

     

51 61 71 81 91 

R H A K D D E P R G  P N G E V Y R T T H  I M T V P R V G F F  V Y Y I I Q V I D D  S P T Y R L Y E D L  

     

101 111 121   

S N E W E P C V Y Q  E T N K H T D S D S  D E S D I    

 

 

 



 

Additional File 12. Continued: Family 6: Positively selected sites found. Sequence is CSEP0015 
 

1 11 21 31 41 

M R P L A L L T A I  P V F Y S V Y V A G  D N A Y H C S D S E  G N T N T T Y D Q A  L L E G S V K D T C  

     

51 61 71 81 91 

L P N S E L S A A Q  L A A N V E A K K Y  P Q V W V D S Q D Y  G F N G T V L L W K  Y Q G N S S E G L D  

     

101 111 121 131 141 

E S D A L I F T D N  A C N I M G L V Q K  S K G F Y T I C K G  A H E H F D E K V I  T N T M H K N V Q R  

     

151 161 171 181 191 

R W I F G N D D D D  N D E D D E V N K L  H G F A G S S S D N  A I T L S P N I E R  E Y D N Y N R G R K  

     

201 211 221 231 241 

G W S Y S R K V P K  Y L F P D P P P T L  Q Q A D D D T S S Y  A S T D Y G T A S Q  S F S S T N G D D S  

     

251 261 271 281 291 

S Q Y N E G S E Y D  Y G S Q Y Q G G S S  S S Y Q K S R S K K  K G F V S G L F G S  S R K Q R Y L P A T  

     

301 311 321 331 341 

A D F P S T R N P P  K P D L S R G R P S  G K I I I T P G C P  T R P P P N D G Y T  M R P Y R P T F E Y  

     

351 361 371 381 391 

G P D G T I L L I T  D K V T T M D K V T  T M D K V I T M D K  I I P N Q C Y N I R  I I F L K W V D A H  

     

401 411 421   

D T R Q D S F K K I  S K D L V T L C F R  F S R A V F L    

 



 

Additional File 12. Continued: Family 7: No positively selected sites found! Sequence is CSEP0058 
 

1 11 21 31 41 

M R F F L F I L A L  M V A G F M A V P T  G P Y I V R R T N K  K T A H T K F L E T  V D G F R W Q D K V  

     

51 61 71 81 91 

D T W T E K T R I T  I E N V L E K I S T  F Y T D K F G K K A  G S I P K P S G S K  S L S P A V H D A S  

     

101 111 121 131 141 

H S N H T K R F L Q  Q D P F G Y R L D G  E K T F S Y Y N K K  S K V H L D H L F R  E Y Q N S S A  

 

 

Family 8: Positively selected sites found. Sequence is CSEP0058 
 

1 11 21 31 41 

M K F I S T A T T A  A L A G I L L L A P  A T Y G N R Y Y K C  E L S D P V S E A D  V I K M V S D R T L  

     

51 61 71 81 91 

E K N A D I H P K V  P T G E S H K S Y M  F M K R T Y A N R P  R I T A Y L V Q V Y  G D P K E Y Q L S L  

     

101 111    

H A G G R W H L C S  L E D E S     

 

 



Additional File 12. Continued: Family 9: No positively selected sites found. Sequence is CSEP0290 
 

1 11 21 31 41 

M Q I F I L F L A L  F M T G L M A V P I  S I H G I G S L S H  R N I G D V N P N I  I E N P N S V N N V  

     

51 61 71 81 91 

K I F G N G V D R T  D L M Q Q I A S T K  E S N R F L G E N N  A D V G T S L S L T  N D N F P V T R S G  

     

101 111 121 131 141 

G Y L S A L T Y N P  T R V M G G V A P P  R K H A K R A L Y Q  S P S G F Q L D G K  H R F P Y Y N Q R S  

     

151 161 171 181  

I R R V N G L V N D  H K I L S T N R R L  R R P S V Q R K P L  L L N K E K S S S P   

 

Family 10: Positively selected sites found. Sequence is CSEP0029 
 

1 11 21 31 41 

M R F F N M A F I L  Q S A A L F L P A L  A S Y K I S H T N E  E E K K F M C Y N R  A I Y A R D Y W E E  

     

51 61 71 81 91 

K L Y A D R L V Q T  K Q K T E I S M K D  I T N I S W P T N K  S D L V L Y D D N N  A L H Y Y F H M L T  

     

101 111 121 131 141 

S I A D S V N I R G  Q T V L I R Y S L L  I D N Y G R V C S I  V M H E Q G A S E S  E T R L L H D V I P  

     

151     

E L T H P F C V L F  G     

 



 

Additional File 12. Continued: Family 11: Positively selected sites found. Sequence is CSEP0047 
 

1 11 21 31 41 

M K F P V S L V T I  A I S T V A L A Y C  V P P S S Q P T L P  E G Q E V I S N S L  K V P G E N A L E Y  

     

51 61 71 81 91 

C S S E F L S Y P I  R L F N V A I K P T  I P T I N E Q V E V  F V D G F T G I P L  S P E V Q L R V F D  

     

101 111 121 131 141 

W A S G R D L S E P  I N F F K Y M N S I  N A Q V P D H V G Q  F R L F F R F K P E  P T I L Y S G Q I G  

     

151 161    

I E L N Y R K D F K  L L C V K T P I R I  F    

 

 

Family 12:  Positively selected sites found. Sequence is CSEP0092 
 

1 11 21 31 41 

M K F L H S T E I T  T I L S L F A S L C  A T Q G V N D G Y P  M Y N C R G V I F Y  S D S V T N S A A R  

     

51 61 71 81 91 

A H R L K M G E I N  G Y P Q K L N S F N  A D G P P P H R I F  P M V R D E D V Y S  G G I E S F Y F V I  

     

101 111 121   

V D R S G Q Q Q G V  A Y S V A D G Y M P  C Q T I V N P E Y    

 

 

 

 



Additional File 12. Continued: Family 13: Positively selected sites found. Sequence is CSEP0125 
 

 

1 11 21 31 41 

M K I F S L I S L A  A I L S H L T P A I  A N Q N Y K C H D Q  I I G P I P L M E S  V N N A F K Y Y N E  

     

51 61 71 81 91 

E A K P G P A D K L  F I P S A F D L K I  K Y K D G T F D V K  I E V G A N S Q K Q  I I Y V K A Y C Q G  

     

101 111 121   

K T F D C T P T N E  P P T Y N K L Q P K  A E N T K M    

 

 

Family 14: No positively selected sites found in the protein. Sequence is CSEP0364 
 

1 11 21 31 41 

M S I F I S I F F L  I S C L T L V Y P I  N G M K I E R R F I  G S V H K G Y Q C N  K K K H N M Y D I E  

     

51 61 71 81 91 

P T L K S A C K A Y  I K R K Q K K W F F  I Y F I N R T V F K  R F S E S K R F G F  P P D T Q I T P V L  

     

101 111 121 131  

P K G L G K I S L Y  V M L T L I S S G I  Y W Q T P R I F I C  V E A   

 

 



Additional File 12. Continued: Family 15: Positively selected sites found. Sequence is CSEP0418 
 

1 11 21 31 41 

M K N L Y H T F R C  Q S I L L K A I F F  M L L T S A N A S L  T L Q Y V K R S M E  P G Y H C H N K L Y  

     

51 61 71 81 91 

S F G E I E K V R K  L A C K A F L S T R  D D A R R P I V R Q  E Y I N V E N L I Y  E W S L P A N P T I  

     

101 111 121 131 141 

N P T I H P T D Q T  R K Y T G K I I F N  N R C E L I D V A C  Y E R K T K Q E Y L  C Q K V S K V S S S  

     

151 161 171 181 191 

T T S G D D K V L E  E P F V Q C G S L A  L K T E E I R E Y A  R S K S F D S L L E  F H E V R E T L G R  

     

201 211 221 231 241 

I D G P W K R A L F  S K E L I I R H R S  N D I L Y E I V V D  K H D E V R G M V V  T H H I S R K L T S  

     

251 261 271 281 291 

A E A H D G E I I K  G P R K A K L K K H  T I R L V C F F H K  T F P L L R P A L I  S D V S N P L K R K  

     

301     

A L V      

 

 



Additional File 12. Continued: Family 16: Positively selected sites found. Sequence is CSEP0343 
 

1 11 21 31 41 

M K L F T I S G A A  K L F F I L A P V I  A M P D N Y H S G S  T P V P D Q D N D F  S F Y C P S D Q I Y  

     

51 61 71 81 91 

N K N Y L I S V V Q  E A R Q I M R D S Y  T Q Y V Y P S T F N  H F N Y D I I G E L  W H Y P L T G N D K  

     

101 111 121 131 141 

P M K F S C F A R F  L K L I N G F N V L  V S Y G A Q D F V V  F N T N N D I A G V  A H R K S V N G R S  

     

151     

I F E P C S L L G      

 

 

Family 18: Positively selected sites found. Sequence is CSEP0229 
 

1 11 21 31 41 

M K L L S M T A V A  L L I E F S V S I H  L S E D D G A F I N  E P K L P V L D S N  F G M D C Y S D K T  

     

51 61 71 81 91 

Y G Q I T V K S A A  A E A Y T N T C N S  P G Q M E R C T F D  R F P M E N L F L H  P I G G G Y V S H L  

     

101 111 121 131 141 

G V P A Q H Y I I I  N S A G Q F L A G M  L K Y E T H G N L V  S A L C R F T P Y T  A F L S Y A E S R R  

     

151 161 171 181  

L N T Q G D R N Y Y  G S Q Y G Q A G Q Q  P P I G S N R R S H  S G Y   

 



Additional File 12. Continued: Family 17: No positively selected sites found in the protein. Sequence is CSEP0225 
 

1 11 21 31 41 

M H N I L L S S F L  V L L H T Y L H I T  G S S A S P T S N G  K S K L G L S T D D  F V C N G E Y V S S  

     

51 61 71 81 91 

S I V R Q S I D A A  W K A L F T T Q P N  D V Y V N H V E D T  R I F G G T S K T L  F S G P I P I H G D  

     

101 111 121 131 141 

Y G L P D E G F K T  I A R V V F D F Q R  H L V G I I T I H K  N G V R H C R E I I  G A S N P A S F D A  

     

151 161 171 181 191 

N L H D L L G Y K C  A N E V F D Y R Y V  A S S Y T E A Y N E  L S N G S I R P G G  Y P K I I D R P G S  

     

201 211 221 231 241 

P H G A Q F S W P L  L P Y S K L Y N H G  D A T Y N E F I S F  T D S I E T L S V Y  Y T D N Y R E H I C  

     

251 261 271 281 291 

P A I W T N K T P A  L S N P D F L M K H  Y R A P E S S D S L  I H C H G K S F E P  H F V A D N I K I A  

     

301 311 321 331 341 

K R A H E F R S K H  K L D L L F P E P I  G D E S A S P G Q S  N W L W P L R I Q E  D F H Q V R Q R S I  

     

351 361 371 381 391 

E Y F L V L D G S F  E F V G V F S F E N  K N Y S P C L S E G  S K N L S H D M P Q  D Y L P Q  

 



Additional File 12. Continued: Family 19: Positively selected sites found. Sequence is CSEP0139 
 

1 11 21 31 41 

M K V L L A A S T A  G L A A F L L L V P  T A Y G L H Y F K C  N S R R I F A Y S V  I V G Y T D S A T Y  

     

51 61 71 81 91 

E Q I Q A G D P H F  A G G H T Y G A Y R  F T D Y L P D G S P  R N Y L V Q M V N V  N P Y Y R L F E S S  

     

101 111    

G G R W H I C T M E  G S     

 

 

Family 20: Positively selected sites found. Sequence is CSEP0063 
 

1 11 21 31 41 

M K I Q N M K W F I  A L M F T P K F A Y  A D Y V F N C Y G L  D V T R E L I R R A  Y L L S M N G Y V P  

     

51 61 71 81 91 

D Y P V I T S I S Y  L Y N N E P I G I F  P I L G D D E T S I  A A E L Y R P F L I  W S Q S F L D W G V  

     

101 111 121   

Y F L G D N G Y E I  C Y K N P A Y N G Y  T F R Q I A F G N L    

 



Additional File 12. Continued: Family 21: Positively selected sites found. Sequence is CSEP0064 
 

1 11 21 31 41 

M R P F Q L L S A L  A I F I N L E A V E  A A A Y W D C D G T  E I P E R N V R A A  V V L A F N Y R K E  

     

51 61 71 81 91 

S F H G Y P A T F I  I G S T F S G V G E  V R Q F P V E D S D  A N W Q G G A V K Y  Y I L T N K R G S Y  

     

101 111    

L E V F S S V G S G  N K C T F V E G     

 

 

Family 22: Positively selected sites found. Sequence is CSEP0180 
 

1 11 21 31 41 

M R L L P L A S F I  A L M S H L I S V S  A E Y K Y V C P S K  I K F T T A R I D M  L R N D I S S G S I  

     

51 61 71 81 91 

T E G V L I I T S S  G L R V L T Y I F D  R K I I D G V A Y D  F M V T V N Y R D K  L T R V Y E K E S E  

     

101 111    

H T R I C E L I F V  L D     

 

 

 

 

 

 

 

 

 

 



Additional File 12. Continued: Family 23: Positively selected sites found. Sequence is CSEP0248 
 

1 11 21 31 41 

M K N L S F V S L A  L F L S H L M P V L  A V K N Y T C G G V  V V P A K T I K S E  I E K K F D T I P L  

     

51 61 71 81 91 

L D G Q T Y V A A A  E C G K T V F E V N  P P R N G G S P L S  V E I A F N Y R Q E  V M S I T A T R D N  

     

101     

E T V D C K      

 

 

 

Family 24: Positively selected sites found. Sequence is CSEP0111 
 

1 11 21 31 41 

M R F P H L V H L S  V I F G F F T F E S  A A Y Y T C P S G I  L I Q N D T V R S R  A Q E I M N L G V Q  

     

51 61 71 81 91 

L D V H R T P G Q V  E M S N I T F Y G S  K A G G D L W F T S  D F N P P I T T E N  T F K I S I S Y P G  

     

101 111 121   

E E I V L T E F Q K  F G S G S Q E G T C  D V S V E M    

 

 

 

 

 



 

Additional File 12. Continued: Family 25: Positively selected sites found. Sequence is CSEP0012 
 

1 11 21 31 41 

M R T A T L L A F V  G T W L G S L A G I  V R F E P E Y L C G  N D V H I P V S D V  N N S L N L F Q E Q  

     

51 61 71 81 91 

A I N C Q Q G F N I  G S P G Y L Y D G K  P K N R A S V S T A  M H A F G F D F I D  L N I D H W Y E Y I  

     

101 111 121 131  

I V Y D I D F K L Q  K F E A V R L R G S  K E R K V L K C E Y  D P R Y Q D   

 

 

Family 27: Positively selected sites found. Sequence is CSEP0034 
 

1 11 21 31 41 

M R F S S L A I V C  Q I A S I F V T S K  A W A I L N H I D E  Q T K R F N C D G V  Y V R Y N E F A S R  

     

51 61 71 81 91 

Q R T R L V K S T D  D R N S R A W S L V  V Q Q L L N N K P M  G E E D P S V M F R  D D A S A H L T Y Y  

     

101 111 121 131 141 

K L D D L T K L D N  Y G S Q S L R T D Y  V V A I D G S N R A  C A V I L R R Q D Q  A W D H S W M G E P  

     

151     

T F Q F C T I Y      

 



 

Additional File 12. Continued: Family 26: Positively selected sites found. Sequence is CSEP0403 
 

1 11 21 31 41 

M Q F T V R Q S T T  K F R R L H I I L F  L T I S V I G L T L  Q A D I S G Y I C D  D L V V P Y D K V V  

     

51 61 71 81 91 

E V A K K A S E F V  K S V D G R Y R F P  A L L E D T Q L F G  V E G Q N M F V V P  F R R F D S M R S G  

     

101 111 121 131 141 

G N K G R D R I V L  D A S G N F K G V V  Y D T N D G N V H P  M P T Y R K C R P F  L D D K H L E L E K  

     

151 161 171 181 191 

Y I D D G Y Q I S G  F A C G S N F L D R  D V E T N L Y N E C  I R Y I S L P Q K I  K D K Y K F P R C R  

     

201 211 221 231 241 

Y A F Q K I N E L W  F Q Y N T N K N Y D  N K Q T K V I N S F  M A T F N N R C E F  L N I K R I S R V I  

     

251 261 271 281 291 

T H E E P C S Y T W  T A I P S A E A T M  T D S L F D V Q S K  N Y K I S D E F Y A  C K S Y I F R I T S  

     

301 311 321 331 341 

I Q N H M F H I F S  L L L S N E P S S I  E H M M H R Q G E L  L L W P M T L P E R  H E P R I N H P L T  

     

351 361 371 381 391 

F S I G F D R S N Q  F S G I Y F V T G S  E W T W K K A K P C  P N F N L L E S R L  K A R G S G  

 

 



Additional File  12. Continued: Family 28: Positively selected sites found. Sequence is CSEP0234 
 

1 11 21 31 41 

M I A W T V L S I L  A L L P L C F A K P  A L R K S H T E L F  R C N L K Y I S M V  Q A Q E A V K L G C  

     

51 61 71 81 91 

N Q M E V A P P A S  L F P A S F S G S E  L F G L V G V G L F  T W P V F P S K N V  L R E D Y G L N R V  

     

101 111 121 131 141 

V F D S S C R L V G  L I H I K P T G P E  C C L H L M E I E D  L K M T H E L K V Y  D T R W D S L Q L Y  

     

151 161 171 181 191 

G Y R F D D E L Y L  K N S V E E F V K F  N F Q S F R R N P S  I K N A L S M Y P N  L E Q F T K F E I R  

     

201 211 221 231 241 

T R P I E L G P N G  I Q Q A A V R F N R  R L I I N S N K E I  I G I C R K S D N V  W K P F A E L R I L  

     

251 261 271 281 291 

N D V Y K L K V I S  A R G P E R G Y E G  L H G M N H N G I Q  V S T A M L R S H L  L M A C K V L M E R  

     

301 311 321 331  

N M G T N T N D E N  S M L A K M E S T S  D R L I F T W P L R  M P E N F V H G M   

 



 

Additional File 12. Continued: Family 29: Positively selected sites found. Sequence is CSEP0059 
 

1 11 21 31 41 

M K F L S A A S M A  T L S G L L L S A T  A H A A D P Y F E C  S M N T A V S F S G  I I F Y E Q S H E Y  

     

51 61 71 81 91 

L D A E P G D P E G  P N G E I Y P A R R  F T R V R R D G S D  V L I L I Q S L D E  Y P L R R A Y E K T  

     

101 111    

E Q G W R L C P F H  K P     

 

 

Family 30: Positively selected sites found. Sequence is CSEP0070 
 

1 11 21 31 41 

M R T S T L L R C L  F T W L V T A I T T  V Q C Q N D Y H C S  N N I V V K G D V I  Q R A L N D I S T D  

     

51 61 71 81 91 

S T S T L Y A A G T  L Y V N D V F V N R  W W K E M I V P E S  Y Y V G G T D T S Y  R L I Y D D N K F V  

     

101 111 121   

R S I Q L V Y H F R  L G I R I S Q C T E  V I E E    

 

 

 

 



 

 

 

 

Additional File 12. Continued: Family 31: Positively selected sites found. Sequence is CSEP0105 
 

1 11 21 31 41 

M H S N R L L S C L  G I W L I S I I G L  V Q C I T E Y Y C G  N N V V I S Q E L I  Q S V S E I A I S E  

     

51 61 71 81 91 

L R A G V T W H T S  L S G I I Y R G N L  C G L P N P T Y R W  F I Q Q S E D E N S  E V V M K Y F L L V  

     

101 111 121   

S A S C E V Q G V I  S T G W R K K L G E  D D T W C T E A    

 

 

Family 32: Positively selected sites found. Sequence is CSEP0106 
 

1 11 21 31 41 

M K F S N T A S M A  A L A G L S L L I P  A V H G T L M F D C  G N D A R F L T S T  V M E Y L S I A T A  

     

51 61 71 81 91 

A S I E D D D P P Y  A Q G Q V N G A Y R  F T K N I N N V N R  T F L V Q S T N I H  P F Y R F F E I T S  

     

101 111    

G H Y E C P L K E H  Y A     

 

 



Additional File 12. Continued: Family 33: Positively selected sites found. Sequence is CSEP0195 
 

1 11 21 31 41 

M R S Y I N I I C L  A I I A A I I F A A  P N N T L S L H R P  V L S A M D K R N I  G K D H T G Y Q C G  

     

51 61 71 81 91 

S T K H K M N K I L  D A I Q M A C P D P  A Q S D S F W F S Y  N D S G F P K T F S  E A Q R L G L P K D  

     

101 111 121 131 141 

T M I T P V R G G F  F D Q L Q F H Y A A  F E P V T C K L R G  V I R Q K D N K K D  G V F Q L C Q Y T T  

     

151 161    

W P L S W T D P F H  P G     

  

 

 

Family 34:  Positively selected sites found. Sequence is CSEP0371 
 

1 11 21 31 41 

M K T F Q F A S I V  A G L S F L K T T I  A A G D D Y I T L G  M T S I K V Q H I H  S V A R D M W T M D  

     

51 61 71 81 91 

I D Y Y K S E Y Q G  R Y P A F W G N V R  G K P A R K Y P L L  Y E G K V W T H G S  F M Y Y V V A T E D  

     

101 111    

L S Y I R L Y Y E G  T E S C D R E V P S  P    

  



 

Additional File 12. Continued: Family 35:  Positively selected sites found. Sequence is CSEP0380 
 

1 11 21 31 41 

M K F L N T V S A S  A L S A L I L G S V  V Q G Y V L K C S T  G K E F D N Q T M D  E L A S K A E Y Q Y  

     

51 61 71 81 91 

G H E S Y P L G P D  G E K C K A Y E F N  S Q L P N S Q S S L  I S A Y S A T D H S  H L A R A T I P Y L  

     

101 111 121   

V Q V C D S M E S Y  R L F E W Y D Y R W  V K C D    

 

 




