CSEP family 1.

CSEPO453 = = === == s mm s mmemaem e e Psic
CSEPD454 == == s oo s smoecmecsccnaccasaaananaenannn PsSic
CSEPO455 == === c=cssmsecmecscosaceasaanasanaennannn Psiic
CSEPO456 == == ==c=s-msecmecscosacoasenanananasnnnnn PS
(ot B e NKPS
CSEP0433 - GND A sI

CSEPOAB2 = = == == s m s s mmmmamasaea e e TGQSS casc
CSEPD45T = = = s s m s s s s mmmmamassea e AG PsMc

CSEP0222 MGH Ts@asliTaa
CSEPOADA = = = = m == = mmmmmmmamomenmeanaanmnnnamnnon TsliNsETP

CSEPDAD5S == === =sesmsemsmoemmeece e seeenoenneen- TAWGSNHREN
o] L TAGQAPT
A
A
G

PN
Mc

CSEPO251 « = mm s s e meeee e ee e e e ee e e ama
CSEPD4BB == === =-s-msecmensscecasceaneanseanaananans
CSEPO228 == === = - s s mmmmmmeeom e eeeaaeaoeaaaaan
Lo e I L
Lo e I e R
CSEPO4B2 == s e s ccecmsmcmecesccaccasacaacanaananann
CSEPD345 = = = = = = = = = = mm e e e e e e
CSEPD4D0 == === == s s s o mmmeeome e eeeaaeaoaeaaaaan
Lo X R
Lo o R e I
CSEPO215 == == == s o s o e e ee e e e e e -
CSEPD348 - - - v - mcmemmmei et

CSEPD351 == == s -cmmmmmmmemeeamaae

CSEPD330 == -=-s--ssesmecnanacenannnnn

CSEPO4DY == = = === e s s memme o ee e
CSEPO410 - - = - - - - - e s s s e e e e
CSEPD408 == == s -csscsmcmnccanaceaceaaencascnnanan
CSEPD406 == == === s-smcmsceomesacenansnanannasnan
CSEPOAT4 = w mm e e e e ee e e e

CSEPO298 == = === c s - mmmmmemeeomee e

CSEPOADT == == m s s e s mmmmemeeomee e

(0T kL I R e
CSEPO413 = - mm = mmm e e mmm e e e e e e
CSEPOOT3 == === s m e s mmmmme o ee e eeaoeeaaaan
Lo e
Loy I e
CSEPO450 == == == s s omm e e e oo
CSEPD33B == == m s m e s s mmomemee e eeeaaeeoeaaaaaan
CSEPD336 == = === - s mmmmmmmeeomeeeeeae e
CSEPD337 === sccscmsecmsesscecascasaaseanaaananann
CSEPOATB == === = m s s o mm e eeom e eeeaaeeoaaaaaaan
CSEPO430 == === - - = - - ms - ssm oo s
CSEPD431 == e e sccscmoecmecseccaccaseaacanaannnann
CSEPD208 == === === - mmmcmmmemomeeeeeeaeeaeeeaaaan
CSEPO22B == == === m s mmmmmmmeeomeeeeeaecaeeaaaaan
CSEPO428 = = = = s s o e e me e ee e e aaeaoaaaaaaan
Lo L b B e
CSEPD3I4 = w m e s s o e e e e eaeeieaaaaaan
CSEPO346 == == === s cmmemmecemane e seeaan e
CSEPD42B == === = m s s o mmmeeom e eeeaaaoeeaaaaan
CSEPOATO == === === s = s o mmmeeomeeeeeaeeaeeaaaan
Lo R e
CSEPQISB == === === s s s s e e e e e -m -
CSEPD42] == --scceccsmcanacanannannnns

CSEPD415 == == - -ccsemeacoccscanaanaenann- MK

CSEPO3B5 == === - s e mememeeamee e

CONSENSUS = = = == == == = @@= = === ;== ;=2 @ - =2 @2 =@= == === == ===
100%

Conservatio g‘i fo! |—||_||—|H i Hﬂ HH o P A |—||_| |_||_||_\|_|l_|l_|l_| =] |—|l_|l_|H |_||_||_|I—|l_||—||—|

4,3bits

Sequence Ionggls L __.______.__.__._..__ﬁ-nﬁ!CEEEE[t7$E-'H-_FEﬁfﬁ‘t;?EﬁE-.nﬁﬁ?!E?-ﬁﬁ-

PrPPrPprrRPEPP

TGVKSPMT
TGENSGIHN
TGMNSG

A
A
A
A
A
S
N
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
S|
A
A




CSEP family 1 (continued).
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CSEP family 1 (continued).
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CSEP family 1 (continued).
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CSEP family 2 (continued).
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CSEP0245 NA 205
CSEP0246 N sfilm - 203
CSEP0025 204
CSEP0317 205
CSEP0375 219
CSEP0376 202
CSEP0377 204
CSEP0187 PQ G 194

Consensus YNKCIPVRRSLEENNEEQTLLNECWGLANPTFGYNCGSKFFPKSKVDKI| |GPDSXKYYQQRLSGKHKLSCLQK

consenvavon. [ TH T e e e e e e e e e oo el

4 Jn-ls

Seauence ogo ?EKC?PVRﬁgfEfﬁﬁEEE#E?NEéW&EKﬁPTFGYﬁCGERF?FﬁEﬂBRWEFﬁEﬁ??ﬁ&iﬁﬁ&ﬁﬁREz%ER

220 240 260

CSEP0008 SNS S 270
CSEP0299 N SNN SS S 270
CSEP0009 SNS 270
CSEP0023 CS| PP S 270

|

s

S

S

S
CSEP0314 S TCPA-PC ssfis 270
CSEP0019 SDKCSSGPP SNS ssiis 270
CSEP0315 S c AGPPS MNNS ssliis 270
CSEP0024 c AG.PS SNS SN ssfiis 270
CSEP0484 N S SNS RN ssilis 270
CSEP0020 P S TAGPPG s RN ssfis 270
CSEP0281 PS TSGPTG SNS ssiis z70
CSEP0270 TMKCSSGPPG RN Ssliis 270
CSEP0010 ATSGPPG GN ssfiis 270
CSEP0011 PssGRPG ssiis 270
CSEP0022 ssfiis 270
CSEP0021 QQ-T PSSGPPG s 270
CSEP0300 aacTSEKAllscPPG MSNS s 270
CSEP0003 aacTSEKPcscRPG MSNG 270
CSEPO31B = = = = = = = = == = = = = = e e m e e eea e - - - 177
CSEP0247 RNPU sKFEKG TPcVERIVEDRRN SEVKGIING - - - - - - - IN-CIA-SSTP 268
CSEP0331 P THsKMTSGRPG MASS cBN - - - --- - ssTH 270
CSEP0244 PMH TNRITEATNS MSNN GITNE- - ----- A SSTS 270
CSEP0243 PMHQGLT THGAPGP GIINE - - - - - - - T SSTS 270
CSEP0318 P HQGST TEcAPGP GIING - - - - - - - T SSTS 270
CSEP0245 P A----PGP NN GIINM - - - - - - - N sslilp 267
CSEP0246 P G A-GMPG MNN GINN - - - - - - - T sSSP 269
CSEP0025 PLHHSESS PGSGSQG GTBE- - - - - - - T SSAS 269
CSEP0317 PLH ssss PSSN A GETNMN- ------ T SSAP 269
CSEP0375 NG P s MG TQ-S 283
CSEP0376 NTH SPIE 271
CSEP0377 PLRNLDS NSPNGA HPPET NP s SPUS 276
CSEP0187 -GH-PllG-cPN.N.NG.G.ATGHTGAl--PG-MGllT -------- -C-T.SI'J'I.AT. 259

Consensus YTGDEFSGVDLYWYPVHQKLSXKCXSGPPGRFRVVFDMSNSEFKGI I XV------- EERNKKCVTVWDVSSI S
0%

consenavon. [ T il P e bl e 00 i 0 T e oo LT H T

4 3bits

soauonce ogo [ (05¢F <GBl Vi PorarezekavsbapintRelFDaehi=EERE TRV eeaReRCotilbS5TS
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CSEP family 2 (continued).

300
|

CSEPO021

|

csepooos SNNIISss TEN GHWPQTC A | MST NESNPN s PG 343
CSEP0299 SNNUIMISSSTEN SHWFPEsc A MSTLBGSNPN s PE 343
CSEP000 SNNUINISSSTEN SHWPESC A MSTERGGNPH s PE 343
CSEP0023 SNNINISSSTEN sfwPHsC A MSTLNGSNPN s PE 343
CsEP0314 SNNIMISSSTEN PEsc A MSTLNGSNPN s PE 343
CSEP0019 SNNJIEISSS TEN GESHWPETC A MSTIENGNNPN s PE 343
CSEP0315 SNNINEISSSTEN G PEsc A MSNLNGSNPN 5 343
CSEP0024 SNNUIMISSsSEN PEsC A MS S SNPH PE 343
CSEP0484 SNNIMISSSTEN G PKsc A MSTLNGSNPN PE 343
CSEP0020 SSSTLN G PEsc ALKNRMSTLNGSHPN SE 343
CSEP0281 N PEsc A MSTENGSHPN SE 343
CSEP0270 P| A MSTENGSNPN PE 343
CSEP0010 N A MSTILNGSNPN PE 343
CSEP0011 N E A MSTSNRTSPN PE 343
CSEP0022 N A MSAIN SSPN PE 343

N A MsTLNGRNSH PG 343

SSST
SSST
SSST
SSST
SSST
SSSN

CSEP0300 PNN SSST N 343
CSEP0003 SNN SSST 289
CSEP0316 177
cseP0247 SSSHNPS'S ASQ MS - - - P NM STN T 337
CSEP0331 P.T SPSS AM. sulns P 343
CSEPD244 PSS s G Q N P P IP 343
CSEP0243 SPSS NEP PMRTP 343
CSEP0318 SPSS NEP PMRTP 343
CSEP0245 P SPSS Ps MNG NEP PlIRAQ 340
CSEP0246 P SPSS PP MNGSKLNEP P Al 342
CSEPD025 PSS NEP P 342
CSEP0317 SPSS A P P 342
CSEP0375 P GT NPNS P P P 356
CSEP0376 SSP) P P P 344
CSEP0377 SSP P P P 349
CSEPD187 AAT NTPsliNP PlISEP 332
Consensus SNN|Y|SSSTLNLDRVRDSYWPETCFGHKLKSKI| IWLYLEFALKNWMSTLNGSNPNLP | TNQKFXHLWX | RPE
A00%

cosoey T [Tl I ]

HHHH Ml HHHHHHHHHHHHH il HHH HH HHHHHHHHHHHHHHHHH Mo eeeeelen B0

4 dhds
seaercece 571 11ESSHL CGareRekrmil : :
avencelogo £ 11 75097 N[ BrerbaviiPesVEGARE KK TiRLYLEFATK oS eeasnpntP rentnratErRzE
380 dDﬂ A?D

csePoo0é ETNKBSSN - - NT TRN NPC G 413
CSEP0299 ETNKBISSN - - NT TRN PNPC G 413
CSEP0009 ES SSN- - NA i N PNSC G 413
CSEP0023 ETNKBSSN - - NS MNT PNSC Q G 413
CSEP0314 ETNEBSSE - - N MNT PC Q G 409
CSEP0019 ETNKBISSN - - NT MNT NT SNPC Q 406
CSEP0315 ETNKBSSN - - NT MNT N PNSC Q G s 413
CSEP0024 ETNNBISSN - - NT i Q G s 413
CSEP0484 NDSSN- - NT 5 NPC Q G s 413
cserPoozo ETHIN ss NT NEN Q G s 414
csepoza1 ETMINEST NT NEN Q s 414
CSEP0270 ETN ss i NLNIN PC Q A s 413
CSEP0010 ETNKBSSN - - NT N NPC Q G s 414
CSEP0011 sTH - - AMG P SNA N PC ska G s 413
CSEPD022 - PIISNA s ss TQC QalLa G s 414
CSEP0021 G NTN..A [ Q s
CSEP0300 PNSNA P s PC s

CSEFP0003
CSEP0316

CSEP0247 EEAlicHBTREG Tls-NloNG G-PIAC-SI_G-IGQITIS -

CSEP0331 NTRS AQ AC QcliEcPATES *
AQ su Q PATDS "

SGN Q GPAA

scn GPAA
QA NG A GlSAQS*

CSEPD244 GRG
N m SAQS*
QKTLESQATWQ™
A N
TKN

0 06

CSEP0245
CSEP0246
CSEP0025
CSEP0317
CSEP0375
CSEP0376
CSEP0377
CSEP0187 -Q.AS--S-T-SNA---M-Q

Consensus ETNKDSSN- -HVFAIGYNTKLNTYNLYLAKTRNGKLDVLNPCLEFSTDDIHRLQKHIGDKHNPEES -------

00%

Conservation H|_||‘||‘||_||_||‘||‘| |_||_|H|_||_||_||_||_||_||_II_I|_|HHI‘IHHHHHI‘IHHI_I|_||_||_||_||—|I_I|_|H|_|I‘IHHHHHHI‘IHHHHI_I|_||_||_||_||_||_||_||_||_||_||_||_|I_I|_|l—|.—.

Sequence '°;:’I Ehmﬁgﬁ_*ﬁﬁFKTEEH?Hﬁ?%EYE%?RE;&’E'EEHFCTEFE-Es]ﬁsfﬁﬁﬁfﬁ.ﬁﬁﬁﬁﬂﬁs [5rDaw
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G
G
G
G
G
G
G
G

Z @ 0w

CSEP0243 il
CSEP0318 il
NPN NCGNS *
QcQGT”




CSEP family 3.

CSEP0158 S| GSCNS
CSEP0396 S| GSCNS
CSEP0459 SECMRGSC
CSEP0460 S| GSC
CSEP0461 SECMKASC
CSEP0462 S| GSC
CSEP0261 S| GSC
CSEP0155 T| SKSEENACNMA
CSEPO0127 S STRIENAC|ES
CSEP0391 S| ARASACIEN
CSEP0236 S GKSBAcCES
CSEP0238 s A ACNG
CSEP0O076 G NTARSNACST
CSEP0348 G

CSEPO0038 G

CSEP0259 G

TALETHACSA
NTARENACSSES
NTARENACSSIESDLS S

il

- P
CSEP0217 - - CGT AANJIFKSHBEACHT sl
CSEP0237 - - ce NIEKTS[IKNACHALYES PA
CSEP0469 - - ce AMKKTMSBACBGIKSS TKPKIEP
CSEP0218 - - ce PEABMasSAKRACKSERNVENSHTLPAANSGTETEN

Consensus - - -MKFLSTXLGVIISFYVYTIVATDGPGDXICGKDY IPSDRISKAVKXACKSLKYSDISNRFPATFDGSSHFGI
100

Conservatior. I HHHI_I|_||_|HI‘IHHHHHHHI‘IHHHHHHHI‘IHI‘IHHI‘I‘ ‘I‘IHHI‘IHI‘II‘II‘IHHI‘IHHHHHH‘ ‘HI‘IHI‘IHﬂﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂ

0%
4, 3bits

seauenceiono IR sbsxeBorTzeettTrohreseastilBREYEnnz  exezanh ucl zobasen kiPXei D8 exkel

100 120 140
|

|
CSEPO158 SHAMBEATPETRNMEVERESHG - - - - - - - - - SMCNENG T. ¢ s 137
CSEP0396 SDATEEATPTRVMDCSKHK -NAG - - - - - - - - - smcNEllc T. c s 136
CSEP0459 SDAT MG - - - - smcNBllc T. c s 136
CSEP0460 [BDAT . We--------- sMcNEMc T. c s 136
CSEP0461 BDAT Be--------- sMcNEMG T. c s 136
CSEP0462 SDAT MG - - - sMcNEMG T. c s 136
CSEP0261 SDATEEATPHRIDMVMKKMTGG - - - - - - - smcNEllc T. c s 137
CSEPO155 Nooomeoemane s - sMcNEMc s- CEETEDS 130
CSEPO127 PEBWISKTERAE- - - - - - - - - - smcEblc . clilar 136
CSEP0391 PUDWKENHKEME - - - - - - - - - - smcKillc clilas 133
CSEP0236 P sTcRblc clilar 145
CSEP0238 N P SQcNEMc cllapP 138
CSEP0076 SWPMKIVGENSY - - - - - - - - - - - sscNEHG cMar 136
CSEP0348 SWPMTH I/cDSVE- - - -------- sscKEEc cMar 136
CSEP0038 SWPMWIHGDONMY - - - - - - - - - - - sscif¥c cMar 139
CSEP0253 sweMMIHGDoM - - - - - - - - - - - GHAG sscllgc cMar 136
CSEP0217 8 SWPEMKDERWEN - - - - - - - - - - - sscREllc cERFM 136
CSEP0237 T SWPIAVKDKVNG - - - - - - - - - - - SSCRENC CMHPVEP 136
CSEP0469 SDAAREAWPIMEENGPHS - - - - - - - - - - - sscNUBG CERPMKRP SANDPSS 136
CSEP0218 SWPIIEKNSGTHSEM - - - - - ----- - - NAKCcKLl G cllasynsPETESEST 135
Consensus SDAXLFSWPLR | XYMKKX - = - = < = - =« = - - GNAGKNR |V IDSMCNL | GXVYVT -NQSYKRC | QPLDS | DESWSSS
100%
Cunsewatfgﬁ I‘I‘ H H H ‘ﬂﬂﬂnﬂl‘lnnnnl‘lnmn HHI‘IHHHI‘IHHHHHHH‘ ‘|_||_||‘|‘ ‘I‘IHHI‘IHI‘IHI‘IHHHH‘ ‘I_I|_||_||_||_||_|I_II_II_I|_|I_I|_||_||_|
sowonco 90 DAT|F&iPs b matonss. . oBruxteRve]DSa0RET0rvoerahneiRRl sEatBErEesaras
‘ITU 1IEU 2|:||0 Z?D
CSEPO158 THCENCNEN THcENRNER Gl SKPERWKNSK - - - - HIINKIIS TEEAEBRE- - - - - - - - - - - 197
CSEP0396 T CN T 203
CSEP0459 T CNS T 203
CSEP0460 T CNS T 207
CSEP0461 G T CNS T 204
CSEP0462 G T CcN T 207
CSEP0261 G T CNSKIVIEEEAECNRNEKCQ SNEDKRKESR - - - - HIBMETS TEEABK - - - - - - - - - - - - 196
CSEPO155 N Q 201
CSEP0127 N 210
CSEP0391 208
CSEP0236 G 220
CSEP0238 G 211
CSEPOO76 G 207
CSEP0348 G 207
CSEP0038 G 210
CSEP0259 G 207
CSEP0217 G 207
CSEP0237 G 206
CSEP0469 G 207
CSEP0218 G 206
Consensus XT | SNPXPKTYGYDCNXKIF--E-TLQYYXNLKQQ|SKLEKLKISK----XLNKI | STEFLXKEVVLWPXQE - - -
100%
Conservation HHHHHHHHHHHHHH‘ ‘HHHHHI‘II‘IHI‘II‘IHI‘IHHI‘IHHHI_I|—|I_I|_|I—||_||—||_||—|I_II_I|_||—|.—..—u—u—|l—||_||—u—||_||_||_|l_||_||_|I_II_I|_|I_II_II_II_I|_||_||_|I_I|—|.—.|—"—|

4.3bits

Sequence logo E?aéﬁasﬁﬁﬁ?G?ECﬁaaTFTrEEﬂsWEﬁfﬁggﬂaEgﬁ@ﬁga,.am-nlaaﬂﬁﬁﬁ%ﬁ’éz:\%h&lgzm
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CSEP

CSEP0158
CSEP0396
CSEP0459
CSEP0460
CSEP0461
CSEPO462
CSEP0261
CSEP0155
CSEPO0127
CSEP0391
CSEP0236
CSEP0238
CSEP0O076
CSEP0348
CSEPO0038
CSEP0259
CSEP0217
CSEP0237

cseP0469 il

CSEP0218

Consensus
100%

Conservation

0%
4 Abits

Sequence logo
0,0bils

CSEP0158
CSEP0396
CSEP0459
CSEP0460
CSEPD461
CSEP0462
CSEP0261
CSEP0155
CSEP0127
CSEP0391
CSEP0236
CSEP0238
CSEP0076
CSEP0348
CSEP0038
CSEP0258
CSEP0217
CSEPD237
CSEP0469
CSEP0218

Consensus
100%

Conserva llﬂn

Sequence Iogo
0.0bils

CSEP0158
CSEP0396
CSEP0459
CSEP0460
CSEP0461
CSEPO0462
CSEP0261
CSEP0155
CSEP0127
CSEPO39
CSEP0236
CSEPO0238
CSEPOOTE
CSEP0348
CSEPO0038
CSEPO0259
CSEP0217
CSEP0237
CSEP0469
CSEP0218

Consensus
100%
Caonservation

0%
4.3bils

Sequence logo
0,0bils

family 3 (continued).

MGl
MGMT
MGM
MGM
MGM
MGM

P
P
P
P
P
P
P
P
T

e e e e B e

P G
PQ T T ICGP

SAPG Ns G T cB¥acGcT

PQA NsSliG se cN¥Rcec
sSs G NSMG AHTCG

--- -SLDKSKTPY I XVDKDLKFMGMVYRSGNEWKRCKE |EYVDPEPPRSLDPTKN5 IGET I FENVSﬁYKCGDVY
e el A earere e ane) a0 Aee il Maes
cemest8z R PBORT0UBnmeessollovR.an ek rnT ebobPERRReesEvRNS OE  sFenusaz(Bees

320
|

NEAlN
GGT
NP N
ISGNMN

!i.NT

TASPSS
SSNT NG
siinspPlilca

A4 ZA4 0 bonnnnn

ACT T.TGS

ATPTG

P

PQ
PLQ

DOADODOO AAD A A

(]

N s
ACT sSMG P NBNNS
MTQS s SGPT ATHEN

QRNTGGF | GMWPIRREEXSIX- -- -SRTK

SATS[INS
XSAITINSHMQAACTSIQED- -5

HHHHHHHHHHHHHHHHHHHﬂhﬂHhhhﬁﬁﬁhﬁHhHﬁhﬁﬂﬂnﬂﬂHHHﬂﬂﬂﬂﬂﬂﬂnﬂﬂﬂﬁhmﬁmﬁﬂﬂﬂﬂﬁ

§AT?TNSHMﬁxﬁc$§?£EEAE§-1$='*5&EF¢§H-r-. EEE?éEET&%ﬁETEEEEEgv’EB!ﬂ:EEFE@

400
sKs|

I
PT

CN TC
TC

TC

QA

s G a AAT
ATTS

SAN

GNRTEHMN
...... P s e e e e mmemammeamem e

HHHHHHHHHHHHHHﬂﬂﬂﬂﬂmﬂﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂnHﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂnnnﬁ .

__*ﬁﬁﬁﬁYzfﬁﬁECﬁFfG??&E:EEEE;ECEﬁngEtageﬁsaEst?@fntﬁﬁﬁuux*waf.__.“
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CSEP family 4.

20
|

CSEP0164 s AI asasEcTTSEAA

CSEP0166 SRIlA asAsSEcTTSLAA

CSEP0165 sRIAMIEQsSASHCTTSLEAA

CSEP0162 s MAI ISAS CTTSLAAQ

CSEP0163 SREMA SASICTTS,

CSEP0332 sRAMIEQsNSECTTS

CSEPO161 SRIAMIEQSAS CTIS

CSEP0154 SRIAMIFQSASECTIS

CSEP0198 AMIEQSASECTTS

CSEP0171 QSAN TA

CSEP0172 QsAs TA

CSEP0138 QSAS i

CSEP0153 QSAS LR N

CSEP0271 QSAS @i N

CSEP0089 QSAS i N

CGSEP0202 QSAS TTEAMET N

CSEP0036 ssHATIRIGNAS TTEAGHAMTNEINEWN - cEac
CSEP0126 sELA QsTs THRAAHTTS c
GSEP0263 ss QGTSIEMPTEAAMTTSHTDS CNN

Al
SQG
G N
GA|

N
5

Q
SNA -RESMTREA P
A’Q&TAM Plll - FWN
SKPPQ TEEvMEBG s

Consensus MRFSXIAIIFQSASFFTTSLAARTSSHINEEDKVFFCDGRXI EQEEYSRXEREKITD--XDT- QT

100%

Conservation
0%

| H I I T e e et el LA ) et e i e

4.3bits

Sequence logo
0. 0bils

WReSevke EUSASEEHT s CARerechlineafe

|
csepoted MEIGKHNIER IRBERE T RVVQEHB A BN cDNENEDSE
CSEP0166
CSEP0165
CSEP0162
CSEP0163
CSEP0332
CSEPO161
CSEP0154
CSEP0198
CSEPO171
CSEP0172
CSEP0138
CSEP0153
CSEP0271
CSEP0089
CSEP0202
CSEP0036
CSEP0126
CSEP0263

Consensus

G
N
N NEA

SAGMRRAMGHT GDSKLDELKFF
T NEEEHS s MBNNG - - - - - - - == - - - - - - -

|
TLKWERY
TLGQ!

K?FIJCEB?ETEEEE?%ﬁtEEEBT?Em&sB?##8?

120

|
T TEEID TV BV EINEVIIER - cRACAMM

YiLvy
G
SERILVIBEvS

LNXELNELVADTRDQRVVQFYDXDNGGYEXFNLPTLWXRYTVXNGTXXTEYILVIDR-QGRACAMM

Comewmf% HﬂﬁﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂHHHHHHHHHHHHHHﬂHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHH

B
Sequence logo

0, 0hits

CSEP0164
CSEP0166
CSEP0165
CSEP0162
CSEPO163
CSEP0332
CSEP0161
CSEPO154
CSEP0198
CSEP0171

G 163

4w A-HA0n -

PractrelbaDs=DaRelel oDusngalE Fal srennnorennarssset| ThvDE. neRalxiin

CSEPO172
CSEP0138

SQGS

N

STA%
ssNEp
sENLPSQN

T
EGQRSPKMT c

GQRSPKVMTN S| C
AMDGTSKESNS|IC

CSEP0153
CSEP0271
CSEPO0B9
GSEP0202
CSEP0036
CSEP0128
CSEP0263

Consensus
100%

Conservation H
aaﬂﬂﬂﬂnnnnmnnnﬂﬁmﬂmnnﬂﬂﬂ I e P
4.3bits
Sequence logo
0,0bits.

PENTHECT
TEcmc
sBcmiiin

TTMSsSQG
TNERPNEKNPP
T TMWGPASAP

MXKTVTPFXYRGRXLPXI|ISYSLCEXG

ﬁﬁﬁmﬁtzgﬁunaﬁiﬁsﬁ‘?ﬁCEEEimHmwnu-r
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CSEP family 5.

20 40 EID
CSEP0112 SSASTAA GPNG
CSEP0491 SSASTAA . GPNG
CSEP0113 ssANTHA GPNG
CSEP0117 SSASTAA PlicN
CSEP0114 SSASTAA PNG
CSEP0115 SSASTAA
CSEP0116 SSASSAA
CSEP0170 SSASTAA
CSEP0118 SPASTAA ] WI IGFNG
CSEP0393 SAASAAA ASNAT PG NPBA
CSEP0145 STPETNA GFN TC
CSEPD483 PSAASTAA PPNG|
CSEP0099 TASTAA ssG
CSEP0442 sfiasaTA PTGFN

CSEPO0339 SEAPMTA P - siis
Consensus MKFFSSASTAALACLLSLVPXALGEPYFQCSXDAQKFTLAELQXKKSSAXVSNARDGDPLGPNGEVY

C"”‘er"a"”ﬂ? H ‘Hﬂﬂl’lﬂﬂﬂﬂ‘ ‘HHHHHHHHHHHHHHI‘IHHI‘I‘ ‘I‘IHI_I|_||_|‘ ‘|_||_|I_II_I|_|I_Inl‘lﬂﬂﬂl‘ll‘lﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂnﬂ
Sacunrce g MKFFE‘?ASTKA LRELLELTP 6XTGEEWEC§B§E&F%Eiﬁ&a.{s?ui#sgﬁﬂﬁgﬁﬁpfg PRzt

80 100 120

CSEPO112 TTT APT| SG| PCN
CSEP0481 APT QSG PCN
CSEP0113 APT N TQsSRG

CSEP0117

CSEPO114 T T -PT- l EK -
CSEP0115 TPT) QTT -
CSEP0116 Q PT EsT NaD -
CSEP0170

CSEP0118 . PC
CSEP0393 A cs
CSEP0145 c
CSEP0483 - sgcc
CSEP0099 . GRWMPCP
CSEP0442

CSEP0339
Cunsensus PTHRF -RK-PRGGYSTTYLFQL IDEAPTFRVYEKQSGEWYPCPL IENX------=-=-=-==---

Ccnser\ralmn |_||_||—||_||_||—||_||_||—||_||—||—||_||—||—||_|I_I|_||_||_||_||_||_||_|Hnﬂﬂﬂﬂﬂﬂﬂnﬂﬂnﬂﬂmﬂﬂnﬂﬂﬂn ——
Sequence "ﬁﬁ., E?xﬂ?zﬁﬁiﬁ&ﬁ-ﬁ?Yt?ﬁf?ﬁeﬂ?EﬁWEzE?zE&:ECﬁ‘E*Ea“..,..-.»..~ e
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CSEP family 6.

CSEP0192 P| S| CSBAERNTNT S|
CSEP0230 P S CSDSGATTNT S
CSEP0176 P S cs A TST S
CSEP0466 P S cspa TNT S
CSEP0397 P S| CP A G TNTT S
CSEP0434 P 3 cs s
CSEP0398 P S| cs G ANT S
CSEP0467 P S CP A GITNT S
CSEP0015 P S CSDSEGNTNTT GS
CSEP0175 P S| CSBDAEGNANTT N S

Consensus MRLLGTLTAVPL|FSVYVVGEHGY ICSDAEGITNTFYDQALVEKSVTSACVPNSELSAAKLAANVE

s (TEIT T T T T TR T BT
Secuere g Mﬁ EﬁTLTAvPE‘fmSV fVoGenG!iCSDAERTNT# | DRALVERSVTeRCuPasELSAARLARNVE

100 120
CSEP0192 PQ S| G T| QGNSPES TN sc 124
CSEP0230 PQ s G T QGNSPGS TNKSC 124
CSEP0176 PQ s G T QGNSPEs TNKSC 132
CSEP0466 PQ s G T QGNSPES TNNSC 124
CSEP0397 PQ s G T QGNSSES TNNSC 124
CSEP0434 PQ s G T QGNSPES TNKsSC 124
CSEP0398 PQ s G T QGNSSES TNKSC 124
CSEP0467 s G T QGNSSES TNKSC 124
CSEP0015 s G T anss G TBNACNIMG 124
CSEPO175 spPcillcREc c 82
Consensus AKKYPQVWVDSXDYGFNETVLLWKYQGNSPESLE -------- ESNVFVFTNKSCDILGLLQKSGDQ
100%
|| 1l T THI il
seauence oo | MWW&WwﬁW WWW%HEWWMHRWWHM%ﬂWHM%%
140 150

csero192 MTHCRBVENCNDRETCSENESKK - PRPCESRREAMBN - - - - - - -@PcRCHTPETANT - - - - - - - 175
CcsEP0230 MTHCKGEKNQNDKNTSSETESKK - PRPGIESGGSGRNGH- - - - - - -MABRGNSPRBANT - - - - - - - 175
CcsEP0176 MTHCKGMKKENDKKTSSEITESKK - PRPGIETGRRGYNYEN - - - - - - -¥ - - EBBSPQN- -B- - - - - - - 179
csEPo4es MTHICKSMENONDKKTSSEPESKK - PRPGIESGGSGENDN - - - - - - -MAARGNRADBANT - - - - - - - 175
cseEP0397 MTHCKGMKEQNEKKTSSEN- - - - ----- -FSPE- - -MEN- - - - - - -MGEEBNGGYHADE- - - - - - - 163
CcseEP0434 MTHICKGMKEQNDKKTSSENESKK - BRPENESDE- - -MEN - - - - - - -MGMEDNSGMHANE- - - - - - - 172
CsEP0398 BTMCKSENEQNEKKTSPEIESKK - PRPGTESND - - -IBEN- - - - - - -MANSGHEEVMADE- - - - - - - 172
CcsEP0467 MTHCKGMKEQNEKKTSSEN- - - - -- - - - -[HSBE- - -MEN - - - - - - -MGMEBNGGMHADK - - - - - - - 163
cserPoo1s MTHcKe NAlTESPNEER 190
csePo175 ETHE- - - - - - S B O e ——— 91
Consensus YT ICKGXKEQNDKKTSSE|LSKK-PRPGIFSXE---YEN--=---- YGYXGNSXXHAIT-------

Consmahon HHHHHHHHﬂ|_||_|HHHHHHHHHHHHhﬂﬂﬂﬂﬂﬂﬂnnnnnﬂﬂﬂ |_||_||—||—||_||_||_||—||—||—||_||_||_|
wwmﬁ,hwwmmmmﬁﬂmms@ﬂkﬁﬁwmwwuwﬁﬁmgﬂﬁamwﬂ

?DG ??ﬂ 240 760

CSEP0O192 === wm s s memmmmmeeoeeee e TETGECG- -G
CSEPO230 = - = === semmmemmmaemma oo TGss T Aasa GQG
(o B e
CSEPO4BB = === == === =sceccmememaeee s
CSEPD397 == === - cmmmmmemeeeeee e
CSEPD434 - - ---c-vmmmc e e c e e
CSEPD398 - = === - cmmmmmeme e e
CSEPO4B7 - - = = = = = - - = e oo e e e — oo T
csepoots EMBNENRcREKGWsHsREVFPKNEEErFBrrr TEooABDDTSS)

(ot = L e

CONSENSUS === == == === =2 ;2= =29 ="==2===2=== ===
100%

Co nser\fanon

el i a e e
Sequence "1%3.5 ......................................... ipfeiFabonxganpefBinsabine . nalsd
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CSEP family 6 (continued).

Sequence logo

SOOI - 1 1°7 ¥ 117 S0 T | 2P T -L TRk

D&IEI} 3(IJD ‘370

CSEP0192 RQPP - - - - - - - - - - MQAPPMQGPPMAQGRPMQGPP - - - - - MEGSE--------------- MQRPPMQ 242
CSEP0230 APPPMQGPPGGEPPMPRPPMQGPPMQGSPMQRPP - - - - - MQGPP - - - - ----------- MQRPPMQ 252
CSEP0176 G-PPMNGPPMGGPPMSGPPMSGPPMGCPPGGCPPGNNP.MN.PPGGCGPGGCPPGNNPIHN PPGG 269
CSEPO466 A= = === ========s==-= PSSG-------- GCPPGGCPPGGCPPGGCPPGGCPPGAMAHEAMAHME 247
CcseP039e7 SGHEG SSGGSGSGSMGPPPGSMGPPPG SPMGPPPGSMGP - - - - - = - ==« - - - PPGA 248
CSEP0434 SGKGKEGGEEGRKSS - - ------------ MGPPPGARSPMGPPPGSMGP - - - - - - - - - - - - - PPGA 243
CSEP0398 P E E GSORGSAGNSS - - - - - - - - - - e e e e GPQNSMPGP - - - - - - --- ===~ P-R- 232
CSEP0467 P GSANGSAGNSS - - - - - - - - - -----aooaaaaan GPQKSMPGP - - - - = = =« = - - - - - 224
CSEP0015 csoflaccssssHoRsRSKRR - - - - - ---------- -.G-GSS-Q-PATA-PST 307
o711 1 7 T T 91
Consensus -PX--G---G--8SXS8--P--G-=--==-==- G-PP----- MGPPPG--GP - - - = cm e s s - = - PPG-

100%
Conservation

% I—||—|l_|l—||—u—||_||—||—||—||_||—||—|I_|I—||_||—|I—||_|I—||—||_|I—|I—|I—|l—u—| l_||_||_||—||_|Hﬂhhhﬂﬂﬂﬂﬂﬂﬂhhﬂﬂhhhﬁhh I I—||—||—||_||_|I—||—|

4 3bits.
Sequence logo

vosis B 5Bxebe EEGE EENESsBYuGEEuraepMEEPPoxa Eﬁmaﬁéﬁéﬁﬁﬁpaamsaanus xﬁﬂﬁpﬁga

340 JoU 38U
| | |

CSEP0192 GPPMGEIP - - - - - - - - - - e e e e e L. AGHN - - - - 259
CSEP0230 GPPMGEIP - - - - - - - - - m e e e e e .. AGEN - - - - 269
CSEPD176 CPPGGCP - - = = = = = = = = = = e e e e e e e MNEP - - - - 286
csero4es MAHEAAAREANABERTT TNHAMAREAVARNEV A DNV ABVKE TESPABBTGHPPRGGEE - - - - 309
CSEP0397 RSPMGPPPGSMGPPPGARSPMGPPPGSMGPPEGARSPMGPPPGSMGPPPGARSPMGPPPGSNGPEP 314
CSEP0434 RSPMGPPPGSMGPPPGA SPMGPPPGSMGPPPGA.SPMGPPPGSMGPPPGS- - -MGPPPGSMGPPQ 306
CSEP0398 - - - - - - P GBTEBQART - - - - - - - NOETSNENQAARGGTPRWIIMSBGN - - - - - - - - - - - - - - - 270
CSEP0467 - - - - - - P SDTEDQRT - - - - - - - NaATEBcEQAA GTTP --------------- 262
CcSEP0015S NPPH- -PEES-- - - - ------ - m oo - cRPsc HTVREPE 344
CSEPQ175 == = == == == s mmmmmemceemm e eaamaeeaosaaecaseeeasaecaaeaan 91
Consensus -PPMG-P--c-ccmciccmmm e m e e e cme e mee e m = - G-=-P-ace--- PG---GV-PR-GF--w--

100%

Conservation |_|
s |—||_||_||_||_||—| I e |I—||—||—||—||_||_||_||—||_||_||_||—||_||—u—u—||_||_||—|.—.|_||_||_||—||_||_||—||_||_||—u—u—||_|.—.
4 3bits
Sequence logo - F —_— . =
q %, uhPuBePErsrarrEeaRY puarspsoner otxnERRGEBERNAE 1 PR 260 P EbRupp -
400 d2€| -Itrll] 460
| |

CSEP0192 == === -==nmn=--- GPsSGTEBS- - - - - N QCNSG GH* -------------------- 286
CSEP0230 - - === --------- cBscTBBS - - - - - acuse -------------------- 296
CSEPO176 - - ----- - PGGCPPGGCPPGNN ----- PMMN PPGGCGPGG ------------------ 319
CSEPO466 - - - - - - - - KsaTtPTTHENEVAR - - - - - NVEEEEsKRPET R 351
CSEP0397 GSMGPPPGSMGPPPGSMGPPGS - --- - - - - - - MGPSQGNQQP
CSEP0434 G-[EGAPPGQ-GEPSG- -GPQGQA- - - - -

CSEP0398
CSEP0467
CSEP0015
CSEP0175
Consensus
100%

Conservation

%
4 3bits

Sequence logo
0,0bits

CSEP0192
CSEP0230
CSEPO1TE
CSEP0466

CSEP0397 lNP GENAENIEcENRGPNN - - - - - 395
CSEP0434 - GT P------- A IlFG. 378
CSEP0398 - - --- - - BB cEwHallic GSs* 303

CSEPO4BT = = === === === nmmmmweeamm e 268

csepoots HETROBSERKNSKOENTECERESRAMER - 428

CSEPO175 == -sm-m-cmcememeeememmmmmmm 91

CONSENSUS - == == == == === =2 =“=2% =229 ="==2=»====
100%
Conservation
T o P o | o T |
4 3bits
Seguence logo
pthis rPRETAFEETeReAGALTRBES a8 rw
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CSEP family 7.

20
|

CSEP0305
CSEP0306
CSEP0304
CSEP0301
CSEP0302
CSEP0303
CSEP0279
CSEP0350

PTGP TART

PTGP TART

PTGP TAHT

PTGPN - TSGT

PTGP TSGT

MA.PTGP TAGTKEEENDOGEREcDDED TWSEKBRGT - - - - - - - - - - - --- - - 60

MAMP TGP SNPKTHGT 75

MAMPTGP SNPKTIGT 75

CSEP0280 MAMPI SSSKTIGT 75
CSEP0286 MQ AMP SRTNNQTTGKG NGHIN 75

Consensus MRFFLF I LALMVAGXMAVPTGPY | VRRTNKKTAGTKFLEXLDGFRFQDKVDTWXEKTRGTIENVLEKI|ISTFXTDKF

- [ \ﬂﬂﬂﬂﬂﬂﬂ\ [ T ] A e e T e e e e e e e

Z2ZZZ Z
~
@

A
A
A
A
Al
Al

=E=E=======
WOWZZZA-A-A—3
OO0O0606060606

=
-
[n]

Conserva lmn

MRFm | [x[MVAGEMAvPTGPmRR NeK T x&TRetEseD0¢ReEDRs) WERFRZTlENVtERl TesToke

12EI

PSG- SPA QqQ - QNSSA ™ 148
PSG- SPA - QNSSA* 148
148
147
147

CSEP0305
CSEP0306
CSEP0304
CSEPO0301
CSEP0302
CSEP0303

CSEPO0279

CSEPD350 GMES -

CSEPODOZ280 GMES - N T

CSEP0286 GKQTESAP MsBILEPEN sTNaAllclRsE-

Consensus GKKAGS | PKPSG-SKSLSPAVSDASHSNHTKRFLQQ- -DPFGYRLDGEKTFSYYN -KSKVHLDHLFREYQN-SAX
consenvaton [ I Il I Ind T e e D00 oo i nomno s

4 mns

seauence g0 Ef(wAa$oBH 8 5a, KL ePXvensSHS AR TKRELOD.. 5REEVRTO6ER T F1ovN.RSKVHLDHLFREYON=SA

CSEP family 8.

20 &0

| |
CSEP0149 A PTANMGS GC SSGHNESHNRDGNPAILPT TSTS 70
CSEPO150 Al PTANMGS c SATGKFPEN QPARPTG SS.. 70
CSEP0148 PAANAS GP ll N N PEIPTG TSTT 70
CSEP0147 A PASNGS S PETPAG SST ?’0
CSEP0151 PTA GN SNG S N NS PT PTGEN TSA

MN 1)
CSEP0058 STATTAA APAT] s A NA PTG s s M?O
CSEP0254 STATTAA APAA AQ ST
CSEPD333 STATTAA APAA GNPMS ACNS

Consensus MKLISTATTVALAGLLLLI PAAYGXLQYRCXRGDPVSXEDVLXXSSGHXEXKNRDEHPA | PTGEXYXSXL

Cmsewa”;ﬂ; HHHHHHHDHHHHHHHHHHHHH Hﬂl‘lﬂﬂﬂﬂl‘lI'IHHI_IHHHHHHHI'InHI'IHHHHHI‘IHHHHHHHHHHHHI‘IHI‘IHI‘IH

2
&

s M ST TAIGLLLPO et e

1€IU 120 14|J

CSEP0149
CSEP0150
CSEP0148
CSEP0147
CSEPO151
CSEP0058
CSEPD254 -
CSEP0333 lAQ.T.ANlPGISA-Q-GIPINTN- -NGSN.SA-SIAGT-QSSIS- PM.TIP fa-
Consensus FTKRLXANDPXHSAYLIQVYGDPP-----c-cmcmcmcaaax QayQLs----- QYSXGXWXVCSLEESXX - -

100%

Conservation HI‘IHI‘II‘II‘IHHHI‘IHI‘II‘IHHHHH HI_IHI_I ﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁﬁ N HHH ﬁﬁﬁﬁﬁ erefe el e
sequencerogo Fregmrmeeveess {0V OOPE. . . oovo B TBLSL . o2easllsbOetEens. .
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CSEP family 9.

CSEP0291

CSEP0289 MTG MAMP
CSEP0294 MQ

CSEP0287

40
|

NQNs --------------- A 52
SSNlMlQ S 67

I
MTG S GHlIGS NIIGBVNP NPNS| TOLMaQ LA &7
CSEP0292 MTG MA P S GHlIGS NIGBVNP NPNS| TOLMaQ s 67
CSEP0290 MTGIEMA G GS N G NPN NPNS| GNG T MQQ A 67
N G

CSEP0428 QTMM MAMP TT M G NG QTs &7
AT MASPT NAA &7

Consensus MQ | S ILF LXLFMTGLMAXP 1 X1 HG IGS LSHRN | GDVNPK I | ENPNSVNNVK | FXXGVDRTDXMQQ 1 A

Conservanon

22

4,3bils

&m.MQ|§TEFE¢E?§TGTHA@P?ETHGT3 SeoNReTabsnER T TEN BN SRR FangybataiglrR

Sequence logo

Conserva lmn

e e e e e e e T H I

CSEP0291
CSEP0292
CSEP0290
CSEP0289
CSEP0294
CSEP0428
CSEPO0287

Consensus

0%

HﬂﬂﬂﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂnHﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂHﬂﬂﬂnﬂnﬂnﬂﬂHnﬂﬂﬂﬂﬂnﬂﬂﬂnnﬂﬂﬂnﬂnnﬂnﬂﬂﬂ

100 120

SGG QSPSG 134

SGG QSPSG 134

SGG QSPSG 134

SGG QAPSG 119

STIs QTPSGC 134
A

QTPSG 134
XTKESNRF LGENNADDRTSLSMMNSNFPVTXSGGYLSALPYNPTRVMXGVEPPRKHAKRALHQSPSG

G NN
GENN
G NN

NG N
NSGN TN

@w-HTDVDODODDO

anPsH 131

4 3bits
Sequence logo

CSEP0291
CSEP0292
CSEP0290
CSEP0289
CSEP0294
CSEP0O428
CSEP0287
Consensus

100%

o gt REeiinf [uerzss<ys L LanllenealTasasild Etssﬁh$ﬁVﬂ$§eéﬁﬁﬁRHZRRA i2P36

140 IEO 1BIZI

QG PENQR'S N STNRRERRPSUHRK - - - - - - - - P N SSSP* 191

QDG PYYNQRS G N STNRRERRPSVHRK - - - - - - - - P N SSSP* 191

Qlbc PMYNQRS N STNRRERRPSVORK - - - - - - - - P N SSSP* 191

Q G P N s N STNRRERRPSMHRK - - - - - - - - P N SSSP* 176

s CT* --------------------------------------------- 154

s.s ------------------------------------- 162

PNRKSTSHO G ENHSHRSROSERERNRWPWoN AWT SEENG - 190
FQLDGKHRFPYYNQRSIRRVNGLVNDHKILSTNRRLRRPSVHRK -------- PXLLNKEKSSSPX

consenvavon” [T | T 0 T Tner e o non e e e O

Sequence Iogo

....... FaLDGrrxFPYoNaKS [aroNel vRBERTLEY RERCRRBEVARK oL LNREKSS SP

CSEP family 10.

s acl GASNC N ! . sTTsm
QsA s ! JRa G SR-RET 81

NMA QsA MC [ﬂ Al A ) PT-NKS 81

ss A QsAs AGG Gss A- | s aw
QGAS TSAS A s N

CSEP0032
CSEPO0269
CSEPO0029
CSEP0201
CSEP0352
CSEP0002
CSEP0191

QCANS GTA c.s s P s GNIS G 32
QSAS scsQq M Pl |s ANM - T 81

Consensus MRFSN | AXI LQSAXLF\I’PTLAXYK | XHI NEXXKSFNCYXXK | YASDYWEEKLXADRL | XQGQK | I 1QAXD I YNAFXSX-XES
0%

Conservatlon

EE

4,3bils

Sequence logo
0,0bits.

CSEP0032
CSEP0269
CSEP0029
CSEP0201
CSEP0352
CSEPO0002
CSEP0191

Consensus
100%

| S G L e

WReesehsl [legfFﬁﬁ?tEEW‘SHTﬁEEEKgFﬁC5%5‘& v?égY&EER?EABEE‘?ﬁsEE&T$Y££EE?55§éﬁ;ﬁ;a??

NLVLYDDNXASXFYFHKLTSXADXEXARGYXXX|RYSLLIDNXGRVCA |IFMXEQXVGXAGXSLSHEVIPXXTKSFCTIXSX

159
162
162
161
162
160
162

Conservation |_||_||_||_||_||_|‘ ‘HHHHHHHI‘IHHHHHHI—\HHHHHHHH.—.I‘IHHI‘IHHHHH‘ ‘HHH‘ ‘HHHHHHI—IHHHHI‘IHHHHHHI‘\HHI‘IHHH.—.HHHH‘ ‘HHI‘IH
sl T8 0Rnzsf Veinlurnssesmmavortadt [ IDNeeRuRR ehubuss sbxbevesnbsesnstati (s 50

4,3bits

Sequence logo
0.0bits
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CSEP family 11.

CSEP0041
CSEP0382
CSEP0047
CSEP0160
CSEP0241 N A 5 ASA

CSEP0239 ASA QSS
CSEP0240 ST ASA QSN

Consensus MKLS I SLAT LA I ST LASAYCVQPX LaQPTI

ST
ST
ST
ST

QPALQPT
QPALQPT
PPSSQPT

A
A
A
A PPSPPPS

N
N
S
S
S

QPTLQPTHQPT

<
l R E ]

&0
|

ANMCN
CN
cs
cs

PGQN
PG N
PG NA
PGAN
cs
TCP
TCP

----XEXQEVISNXLKIPGXNKLEYCS

100%
Conservation

e R e s e

0%
4. 3bits
Sequence logo

0,0bits

CSEP0041
CSEP0382
CSEP0047
CSEPO160
CSEP0241
CSEP0239
CSEP0240

Consensus

WKCeoxlxTzAT STtXEA?E?EEéEQﬁ?TQ,..q,.vsﬁﬁﬁﬁﬁ¥§ﬁarkTﬁGaN &7 (e

112
112
112
112
120
110
110

XXXRDNPIDLEXVN I TPXVPVXNEWVEVEIXGFTYIPLSXGIXIRVLDXKTRRDL IEPID

100%
Conservation

o, eemeer e R LT e e Mo e e e el i

Sequence logo
0.0bits

14IZI
CSEP0041 s NEcG M N N Q
CSEP0392 S sEl T -
CSEP0047 MNSHNA
CSEP0160 NGA PTs G s Al
CSEP0241 N Gl
CSEP0239
CSEP0240

Consensus

160

SG

MKS TP T GSNQ
SLT G PNN s T P s Q s.o

XFXXMRKIGXEXPL - VGXFXXRFKFKPXISGLXVSXlGIELXXXXG KLLCVK-P

?§EﬁaﬁﬁTEEEEVNI?PIﬁpvlHE&U?VEXEEF?§$FLEEE?E?RVEDﬁKTﬁEBL?EPTE

P PT
TPQ- -
P.TSN

100%
Conservanon

HHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHﬂﬂﬂﬂﬂﬂﬂﬂnﬂnﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂnn

Sequence Iogo

0,0bits

CSEP family 12.

T
ST
ST
P
P T TA

20

|

CATGG Gr
CATQGMNDGHNP
CATQEVMNDGSP
CATQG NSGNA

CSEP0091
CSEP0092
CSEP0090
CSEPO0081
CSEP0197

S|
AS
AS

NCcRc
NCcRc
HCcKe

NCSG

s TS s QT
CSEP0094 MN T 5TA| s.n
CSEP0093 MN CTATG QT SNN MS G.

a0
Q

S
S
S
S

S
S
S
S

NASTAMAST N GS

- P8 uheniGenePeotBeburnebtPsrestrone T R L Ebakor L LCURT P oRon

N
PlN

Consensus MKXLHFTE | TT | LSLFKS LCATQGVXDGYEMYNCXGVXFYSESVXNSAXRAHXXX IGSINGYPQXYN

{-‘

Conservallon

#

e e M IO e e e e e e U e

4, ]}.J"s
Sequence logo

0,0bits

100
CSEP0091 SG
CSEP0092 SGG
CSEPQ090 SGGA S
CSEP0OD81 AGG
CSEP0197 MGGQTCG
CSEPO0094 TSG
CSEP0093

Consensus

|
T|
T

SXGXXGXPPHX|FPM- -VRDVDVYSGGPVSYYF LI VDXXGQQQGMVY --EX--GYXPCEAYX

SGaaacVAN sMA
GNGQ

N QGM
SQGNP GM

NA GMA|

GAQAGM

AQGQQQGI

MieCee TE o LSLF éSLEK?ﬁEbEEG?EM?NC%@MFY sbtenSRehazeseditiClheaes

124
130
125
- - 127
- 129
- 128

100%

consoraion 1) 3l 111 At e et 0] el el T e

Sequence Iogo

o xeaxa0b8P T EPH. vesenileabecsel P rlentasaliol s 5eentuplerrore. .
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CSEP family 13.

CSEPO0125 SLIiS TPA ANQH P S NNA PGP P A 71
CSEPO168 SLIiS TPA A ll PlQQ GTS PP PGP N NLQ 71
CSEP0169 SLIiS TPAA QG Q MPMWMAGPP MASA 71
CSEPO0124 S S THAlA G GPAT QPPTGPAN 71
CSEPO0167 TFA A CG S| GPAT NNA ATNQQS-PGS- P M 71

CSEP0471 MQ A AASN Q A N QMGQ 71
CSEP0487 A-N As 71

Consensus MK | FS L1 SLAA | LSHLTPAI Al SNYKCHDKV | GPXX | QXX | DXAFAXQQEQXVPGPXDKL FFSAXFDXNLX

Consewa"o" HHHHHHHHHHHHHHHHHHHHI‘I|_||_|HHHHHHH|_||_||_|I_II_I|_||_|I_II—||_||_|I_I|_||_||_|I_II_I|_|I_I|_|I_I|_||_|H|_|I_I|_||_|I_I|_||_|I_II—|I_I|_|I_II_II_I|_|.—|

d]bl

ssancez [RTFSLTSCAATL HLTFHA$§§?RC’EB§VTB?$ETﬁE’f‘?BEEEQ?gHSEHEESgEﬂsEﬁeﬁsﬁgtﬂﬁs

CSEPO0125
CSEPO0168
CSEP0169
CSEP0124
CSEPO167
CSEP0471
CSEP0487

Consensus
100%

Conservation - 1 |-||—|hn,—||_||‘||_lﬂ|‘||_||_||_||_||—||_||_||_||T|_||—||‘||_||‘||—u—||_||'||'||'||—||_||_||_||_||'||_|r||_|ﬂnﬂnnﬂﬁﬂﬂmmﬁwﬁmmh

4.3bits

Sequence Ioogg.s ER*&FE??Ugggeéﬁﬁ?EféxﬁggRﬁﬁE?g&;%sﬁ&%?IBE?BT$EEPEEﬁEEEEEéEHQﬁhNEV}\KGV

{‘

CSEP family 14.

CSEPD364 - - - - scETINEPING --- GS GMQCN SACKA 66
CSEPO365 - - - - --- GS GMQCN SACKA 66
CSEP0419 GS GNMQCN SACKA 70
CSEPO0268 N GP G QCG NAC A 69
CSEPO194 73

I e
CSEP0295 STMN N.P G-S QCGS SA A.P 73
CSEP0425 - ATLS TSTPT NGSSLQT SSGP CcCGS STC ANP P 72
Consensus XFFXSXF s | FFLI STLXLXRP INGMK - - - | XRRF | GSVHKGYQCGKKKYXMYD 1 XPXVKXACKAYPKRKQK

C"”Se”a‘f:k rermre T et e Aeeern e T ol el e Temed e el e
Sequence g0 MsmzﬁETzTiELfﬁE? oaﬁvnéﬁﬁm?ERR%%E%HKGYECEﬁ K?ﬁMeDYEs#bREAC&A?stR%E

140
CSEPD194

CSEP0364 B
CSEP0365 c A* - 134
CSEP0419 - 139
cserozes KTEWSIIERBD sMPREEPEAKKERIP sKAQVWPEPP TGERMNSNDEREHTE ~ - - - - - - - - - - - - -« - - o= - 120
-------------------------------- 113
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Consensus MKN LSFVSLALFLSHLMPVLAVKXYTCGGVVVPAKX IXSEI ETKJ(XSLP)(X)(XJ(XYXA

"""""

Seque"m"’%::,MK LSFVSLALFLAAL MPVLAvREYTCGGVWPﬁﬁ$|agETﬁ?RazﬂmﬁagYﬁ

‘IOE

CSEP0248 AA CGHT NFP N - GGSP s NEIRQ TAT N THBC 107
CSEP0363 TBERGTT NP -GGSP|lls NM Ms TAT TMDOC 107
CSEP0443 G N N QPP -GSSP NEvc lG TAT siMpc 107
CSEP0220 TG FPA AcssKEs TSMTHT c 108
CSEP0249 -GRPP aQll TETAT NN 11

Consensus TEERGRVVFXVXPPRX - GXSPLSVEIAFNMRQEVXSITATRDNXTVDCKX

C°”“’“"°” I_II_IH|_||_||_||_|HHHHI‘IHHHI‘IHHHHHHHHHHHHHI‘IHHﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂnnnn

Jblla
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CSEP family 24.

CSEP0104 N-M SAHMAS CPsQ I Ns SN TPG N 66
CSEP0111 PHLVH s s TCPSG 'r S MN HRTPG MS 63
CSEP0133 M spn CcPsQ@ NTAANN GRHPGQSECG 63
CSEP0001 S SAAS ACPSGN PRAN SQG NEBTERGQ - RSN

Comemus MRSPHLVXLSVIFGFFIFESAAXYKCPSXXXIQDXTVETRANEIYSXGVQLDXXRTPGQSEXX

nmﬂﬂﬂﬂﬂﬂﬂn\ IElineiniiG \ﬂmﬂﬂﬂnﬂﬂﬂﬂﬂ\ M e e BT e

1bn=

sosuencoose . JREBRL5L8 TFGFFIaEéKAs?aC 8@¢Tgﬁ§$v5$ﬁﬂﬁﬁ VssGes[B ﬁR?ﬁGEEE@&

100 120

CSEP0104 e TCBESPP) STSNT T GNEEANCKEN" - - - - - 127
CSEP0111 NMIT! AGG TSDENPP TT GSGS GTC SgEM" - - 127
CSEP0133 G SGSTANH THTRAFRPPETT Ms snps QT c TEEGHMTERACOKQ" - - - - - 124
csepooo1 cliiTEEcsSRENS APESRP ls T ofirs MTQRSST sTCONENGHEN - 127

Cmmmmm GITFYGSXASGDLAFTXDFSPPFTTXNTYKIXVSYPSKXIXLXEXXXFXSGXXEXTCDKYX -----

Corsonaen H\ o H (ol (el ] \Hﬂﬂnﬂﬂﬂ\ \Hnﬂﬂﬂﬂﬂﬂnﬂn\ H el \Hﬂﬂmw

3bn'

CSEP family 25.

CSEP0005 TATIEACHGT s AST QcA - NIAI SHA QA.N s NP G SGGR 70
CSEP0086 TTTENACMGT AST QCA NGAT A SA A QAQN QQPG ATP 70
CSEP0012 TAT A GT Gs AG CGN PMSDVNNS N NCQQG N GSPG P 71

CSEP0038 TAT GTWEGS PQ CGN PMSHMNSS QAQ Q NCQQGENEGSPG P 71
Consensus MRTATLXAXVGTWLGSLAXXVXXXPDYLCXNDXHIPXSXVNSSLXXAXEQAINCQQGFNXGSPGYLYDGKP

°°““”a"°“% |0 e o 6 e e e e 0 et Ll

MMW%MNHHMW ELM+%mﬂﬂe%ﬂ&%ﬂ%hﬁ%%ﬁ%%ﬁéﬁ%ﬂ%*

10D 120 140

CSEP0005 NP- - IQI GQH SQENEH IA NGGGS TT HclsH-
CSEP0086 NQS N SSN AT sca
CSEP0012 ASMSTAMH .N Gs

CSEP0098 ATGQI-IP N.P.G G

memmm KNRASXQLYWRAIXVXXGFXFIX GHWYEYIIVYDXDFKLQKFEAVRLXGXKEXKVFKCXYDXRY

C““S‘*““*"““ HﬂﬂﬂﬂnﬂHﬂﬂﬂﬂﬂnﬂmﬂﬂnﬂﬂﬂnmﬂﬂﬂ\ N0 e b e Mo \nﬂﬂnﬂﬂm

4 3bits

soqrcosgs Rzl ik TaVenereetRon il £ 5TV T56FRLekeE AR CereRrutilsosnmrno
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CSEP family 26.

CSEP0227 NESEAKESNEHA SAS S N SG G S SST C
CSEFP0403 MQ T STT Thls T| G

CSEF0402 SLHESTA TAAT S PH
CSEF0480 TMNLQST THsT AQ AQ AT MT) TP|

Consensus MXVTVNLSTXKXRH LHAI LFTXAXLLE LS LQSXVSGY | CXDLVVWHDEX)(EVAQLASEL LKXVDXXYKX

100%

conservaton” | |y Ty \Hﬂﬂﬂﬂﬂﬂﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂ\ Il H M 0 ol 0 D e

4 .3bits

Sequence g MﬂvTeﬁfg%?Kfﬁﬁ[hiTf.Ffr%i?Ef.‘E‘[ﬂ.msH&?G RCVywHBEYsETAEASE LR B Y5 eRtRS

120

CSEP0227 N G PC SS|IRSG A GNEKG TNNGNDNPMP CS 138
CSEP0403 PA GQNM SM SGGN G ASGN G TNBGN HPMP 138
CSEP0402 PA NGA G NNG 13?
CSEPO480 PA G Al QH GG PGS CT 137

Consensus PAL LEDTQL FGXEDQN LFVVPFRXFXS IRSGGRXGXDRXV LDAXGN FXGVVYDTNNGNXXXMPXYRKCX

corseeon | [ 0L 1 \ AL H H H e | \nmmﬂn\ \nﬂ\ :
Seque"“":_g:zP |.|.Eﬁ GLFGséﬁﬁNTFv ERuFeS TRSG‘G‘HEG@ rDEéGﬁFbGVQ 5¥ﬂﬁﬁu5§bﬁﬁ? Rl

16IZI 18!3 200

CSEP0227 P SH GMQ SG ACGSN H NSPP MRSKHKEFPERRET - - - - - 202
CSEF0403 P G QISGEACGSN N 207
CSEP0402 T PS PN lCGSN GA NG SPTN Q G T SN 206
CSEP0480 SlG N STS ACGANELSS CSG SPTNKQ NG SEN 206

Consensus PFLDYDHLELEKXIDDGYX | SGFACGSNFLDRD |ETXLKNKCXGXXN LXPTNKQXFXFXDRRG ITXSXN
10

cansersaton [ [ | e eI L L \Hﬂﬂﬂﬂﬂ\ Lo e A e o e reen

4.3bils

Sequocelogo ﬁFLs?sﬁLEtEfo?ﬁ%é%TSG#XCGsNFi%ﬁﬁ?ETﬁfKﬁRCgGHﬁEEﬁﬁRSRE EBBRRKTFaksn

220 24IZI 26!3

CSEP0227 == === == e mmmmemmmmmmne [EDvws A PSPlTlTAIS

CSEP0403 TNKN 5 MAT NN Cl S A PSA ATMT 276
CSEP0402 HTG NSQ NQ ATNH PAC S NP N 274
CSEP0480 NKAA TP Cl TPM CASP PAC| TP PTT M S[INPSRN 275

Consensus KLWYKHXTKKDYNXQQ INXXAXYHVEFXPRCRLXQIKXXXRX | XPKPXCLEVWTAEPSXDX IS IXXLFX

100%

conservaton T Ty (e e lel e o et rarrrr oo Do el

d!b

sevence ez REWrRHsTRRB Y Rets oo ke THGERYRRREL G natRetsmrelteilaebSebo] ETBEEEB

ZEO JZEI

CSEP0227 lQSQN-Tsl-TCMQ.T..TS-N-T--M-MNlSSSIIIQ IEKKHDNEEL ERRVIEE 315

CsEP0403 MQSKEN AC TS QNH PSS H MMH QG PMT P PR 344
CSEPQ402 TQNGQN - CTH T 341
CSEP0480 PQHQN - S HSTTT TST GA QN N H 343

Consensus XQSaN - QESDEXYXCXKXTFRXXSXXNYLTXFYSLLXXNXKSS ITEXAL I HQKENLLLWP | XLPERXXXK

00%

consenaton HI'IHHHI'II'IHI'IHI'IﬂnﬂnnnI'IH|_||'IHH|'|n|_||_||"||'|nHﬂﬂﬂﬂnnﬂnnﬂHI'IHnHﬂﬂﬂﬂnﬂﬂﬂﬂﬂﬂﬂﬂnﬂﬂﬂﬂnﬂnﬂ

4.3bils

Sequencs ogo #0&6 it sE YamgeﬁFRM%JEN?E?%?ERFEENEé§ tEaarninerLeLWBY £ PER Gk

380 400

CcseEP0227 PNET u sc PT QR's Ts GS8 - e v eaea- 371
CSEP0403 NIIP -T sm: SG TGs A pcpu N GSG ........... 397
CSEP0402 N G CHII SSP .||s TG TG ........... 395
CSEP0480 - AMGEN ST colicK PCPNPN T.GN-T-II 407

Consensus XNK}(X XXA| GFI’JEXNQFSG | Y FVXTXEXXXKXVKPCPNXNLLXSRL LXRXSSX -----------

100%

Consenvaton, eI Ao T A e receeees
seaenceiogo i r e EiibEbEuNEFRETVESebuBneaRutRbtPRENTEEERERRTL S onmor 1orrn

2
#

2
#®
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CSEP family 27. .

CSEP0035 SSTA Qcas s GH Q Q GSIPM Q az
CSEP0354 SSTA Qcas GSS H s GH Q P GSNPMT s

CSEP0208 SSTA Qcas ST H A sEbc G Q P cRBPasLLs MN
CSEPD034 ssillaliMcallas Ts A ANENH NC NSRAWS NN PMG

Consensus MRFSSTAI I FQCASIFVXIVIGSSIDHI DEQSKSFDCDGI IVGHEQL SQKRDL 1 QRPL IGXNPMTFSKI YQEKYYEXVYLYX

corsevaten ||| | [ T 00 L DD et 10 I L 0 e IO 0 e e \ﬂﬂﬂﬂﬂﬂﬂﬂﬂmnﬂm

44444

MMWﬁJMSMHFﬂIWW%&hﬂmmﬁ§M%ﬂﬁﬂH ﬁ%ﬁﬁﬁ%%ﬁ%kﬁﬁﬂtﬁ%%

140

CSEP0035 S-Pl QsHoNG ACS| TG QST* 165
CSEP0354 SP ssq QNSTANSQ QP.NMG AGS TGP cT QsT* 161
CSEP0206 PASHKN QPN SQAII ssc MGN GPSEMTECTIREST " 165
CSEP0034 [BPS- - ASAH qus T ANDGSN HSWMGEPTEQECT - 159

Consensus SF'XKXVXFGXDDXAXLSVFRLPXLLQXHXYGDVLVSYDFFVLEDSXRRACS 1 LLQKMEQGKMLGRK){TGPLEYKLCT IRQSTX

Cunsewatmn IIII I Il III
% Il

4 3bits

. | mmmennt e T L I A e
MMW%jﬁmh%%%kﬁﬁﬁ%ﬁ&%%ﬁﬁﬁﬁﬂﬁ%ﬁh%ﬁh%ﬂﬁw@W%ﬁﬁ [(T]ssT

CSEP family 28.

CSEP0233 s ss c HT G QAQ GCcNa ASPASEEPAS s
CSEP0258 s ss PAS suT SM QAQ A ccRKMaFarPPTSPEPAS s T G PS
CSEP0234 s P SHT sM QAQ A ccNaMEVMAPPASEEPAS ses P PS
CSEP0235 MUIS lep NEWAM ccRaMELAPPTSPEPASEPEP TN G

Consensus M1 AWTVLSI LALXXXCFAKPASRKSHTEVFKCN LEF I SMVQAQKAVKLGCXQMEVAPPXSXFPASFSESELF)(LT)(XGLFTWPVFPSK

mmeHHHMMWWmWWWMWWWWWmWWHWWMWWWWWWWWWWWWWWmWN\an

4 1bits

wmmehMWNuu&HMMﬁﬁThmﬁwﬂmﬁmm awmAHbWAﬁﬁﬂhhmé PlFss

S5 S
4> > >
o »

100 140
CSEP0233 N-G-NIIT.T ssca PTGP P
CSEP0258 ST----------- ssca G HLSPNGP Pc H T NAP NLP G N
CSEP0234 N ----------- ssc HIKPTGPECCEH MTH s Q G s
CSEP0235 N ----------- HGQN ssc HTKSSGNEPCLH ADGRKSH GT N
Consensus NILR--=--------- EDYGLNRVVFDSSCXLXGLIHXKPTGPEPCLHLMEXEDLEKAXELEIYNTQWKXLPLYGYJ(FENEIYLKNXVE

GmmmMHWWWWMMHWMH%MHMMMWWMMMhmmﬂWmmWHHMHWMM

4, 3bits

Sequeﬂmlogo TLRGVFYNLLTF?EE ?GE |H¢Rﬁ$GﬁEﬁ ME?ED‘EE KuE ETYﬁ?EWﬁEII.EII.YGYHFEﬁE? [RNEVE

CSEP0233 i r‘l “ NEBAG qiis:::c Q PHHl-lsul::AGﬁ1l !qu o A

CSEP0258 HRGT Qs N PS N AS TC GPTGRENPK - - - - - = = = = = = = = = =« N N NSVNGQ GHHA A

CSEP0234 NPS NALS PN QET TRP GPNG QQAA ---------------- N NSN GHC S

CSEP0235 HH. NNQ PSALMNSNHN TRT GS.G QSSHTEK - - - -----=-+--=-=---. NSREN

Consensus EFVKSNXXKFYRNTNXXNILXXYPSXXXNXKAX IWTRXIXLGPXGIQIXKXR--------c-uoeano-- FNRRL | INSRNEI |G|CRKA
C"““‘*Na"‘j;s 01 M- berrne e e oo A b \IH | \Hﬂnﬂmﬂ. PEPEEEECEEo .Hﬂ\ 1 rod 1R
seavence ogo. RN eguburawaskinoluPiozutnnis ati LI e Y6 eRK

ZSD 300 320

CSEP0233 -T-PlA-lN-A- KL1LERE P- Nl PI-N-GlHlS GAM-S NIQ -T-MG T NlNMGH P slT N-TlSNQ PNE

CSEP0258 G P Qq N-N-G SGAM MIGIN S THsBaP

CSEP0234 sA GP HGMNHNG STAM MAC M NMGTNTN NS STS

CSEP0235 P A SN P s HSMIHNG Q Plism su MACN acEBENEG N All

Consensus XKVWXPXAELRXLDDXYXXKI| | LXRXPEXGNEXLHDMNXXG | XLSGAMLXSXLQXACKVLTEXXMGTN LNXGYPSWTNLETISDQPVX
100%

Conservation nﬂﬂ N \HH I H \ﬂnﬂﬂﬂﬂnH in \Hﬂnﬂﬂﬂﬂﬂﬂﬂ\ H \Hﬂﬂﬂﬂ |0 0 b e e HOR e e T
Mﬁ%ﬁﬂ%wﬂ%%mmﬂsmmﬁﬂ%@ﬁ

EEU 350 4£EI

CSEP0233 T.P-MF.TI-G.N-IA.CN-G.TT ---------------------------------------------------- 385
CSEP0258 T TEEHEBSNSNAAEMKNS s s AEKsD TEEMEENERP H TKMNERES TMNEcEs TP sKMINPENEsNKENKROVOVQEY - 410
CSEP0234 MP N L[ R L L R e e T 340
CSEP0235 T HEERDIRIVEBORCNIEHGHTSEN " - - - - - - - - - - - - - s, 360

Consensus TWPLRMPEXFXHEXXN I XLVLDXXCENLLGYTXX - = = = = = m m = mmm e m o e mm mm e e e e e e e
Consemallc::u HHLH H ‘ ‘ ‘HﬂHHHHHHHHHHHHHWHHHHHHHHI {0 o o oo v o o
Sequence loge, TWFLRMPE[#FGHEE&HT%?OEHQEEEET:EW??#LFvEE IERPHTKMNEKFSTVNLQLSTGPSKMI | PLNLSNKF | KRDVDVQLY
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237
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352
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CSEP family 29.

CSEP0059 mSAASMAT SG'SATAHAA csuuTﬂsI. P!:PN 62
CSEP0060 SAASMAT SATAHAA TalllsEsc GPN 62
CSEP0100 saAfiTaABSG SASAPEMNP - ACSN sAllDHHERP AQPG PTHAQ 62
CSEP0050 SAA MAALSGLLESSATA GIP ACIMG AIPG PEGPN 63
Consensus MKFLSAASMAXLSGLLLSATAHAADP YFXCSMXTAXSXSGIXRXEXXXXYXDAEPGDPEGPN

corsenaen ] WWWWMWWWWWmMﬁWWWWWMMMMmmWWWWWWH
mmeMMEMmM Lﬁﬂﬂmﬁ ﬁeWmaﬁeh%h$J$MNWﬁm

CSEP0059 G H p ........... 113
CSEP0060 G l s TN P c TAQG QPCT ........... 113
CSEP0100 GNSCTA HT T 're QEcP¥MPE - ----------- 112
cserpooso GERNIRA T GGS [ QAT PCSEH slsql--m 125

Consensus GE || YXAXRFTKVRXDGSDVL IL IQSTDEYPLNRVFEKTEQGWQPBP FHKXX == ====>====--

cersonaten [T} TH el eed BT e bl P e o e

4 3bits

sonsneo 5 (217 sAGREFroRzBO%STL | LI Qe o PPraR0EERt2EassFekeosmeavonria

CSEP family 30.

w
CSEP0069 TST C QCcanN CSNG G QAALN SPST AAGT 63
CSEP0OT0 TST C TA TT QCQND¥HCSNN G QRALN ST STSTLEXAAGT 63
CSEF00T1 TST C TT Qca QCPNG NH QSALDN PT sPssltHAABGM 63
CSEP0072 TSTEEGC ATT Qca CSNG G QAA NDSEs AAGAMPM 63

Cmmmmm MRTSTLLRCLFTWLVTAITTVQCQXDYXCSNGVVVEGDXIQAALXDIXTDSPSTLYAAGTLYV

Comsnaion HHWWW\MWWMWWWHWW\mmWMWWmWMMWWmW

44444

socumos. [T WLI Yg mvﬁ%mﬂmmg sds L VAAGevT

12IZI

CSEP0069 NN MT H GIT sfila sacT - - - 122
CSEP0070 N GGT sfla sQcT - 125
CSEP0071 N c THT P s Q Hs sG SQCT* ----- 120
CSEP0072 ENGNIEN P PQS HETSRT cREM - - - - 122

corserasen [T | et [ ﬂn\ H \ﬂ\ | [ H \ﬂm\ T e T e
mmwwj%WthMWS%%ﬂﬂﬂﬂﬁ%ﬁﬁhwwmﬁﬁhhmﬁwu

CSEP family 31.

CSEP0105 MHSN G Qc CGNN Q Qsls| AGI s se GNEcGEPN 75
CSEP0257 MRSN ST AAMQC G scsn AAHN s NNAAS NGNENSESBH 75
CSEP0481 MHSN NC G s A QclT CMN TAT sasn'r sus TGNEGWMPS ?5
CSEP0490 MHSN QCETDMNCGN TA AQTTHS G.A STNPA -

Consensus MHSNRLLXCLGIWLISIIAVVQCFTDYXCGNDVVIXAXEIQXVHXKAXSYLDXXAXXRXSLSKIXYXGNLXXXPX
100°

corsoraten T[T I T H [ [TEr T H I \HHﬂnﬂﬂﬂnHﬂnﬂHnHﬂﬂﬂmﬂmﬂnﬂﬂﬂﬂﬂnﬂnﬂﬂﬂmnﬂn

44444

- MFISNRLL@ELG|W|.?ST|KGVQC#TEY@C%‘:NﬁWT?EsE?ﬁeﬁﬁEKK@'S‘@tE@ﬁiéﬁﬁ%ﬁéﬁ‘?ﬁ?ﬁﬁﬁfassss

100 120 140

|
CSEP0105 a M SASC q STGWRRKEGEBBTWCTEA - - - - - -----veemmemnn- 129
CSEP0257 N TTT TSTTG sTcD¥a G'rs p ....................
CSEP0481 GQGNPAM THscs G sTewXaallsEN CTPH PIPIGN.A-SP--- 149

CSEPQ4Q0 = = = = = = = = = = = = = = = %% s emm o eaem e aaeeeaaaeaeeo e e
Consensus STYYWF | XQSXDXQXNVXMXYYLLVSXSGEXXGV | STGWYQX | GXXDTWCTPXX - == === - - c----- oo - -

C““S‘*”‘*"““ e e —

3bn'

Sequence loge, §?Y¢WFY$6§E§EQFIEGQM$Y§I{ LVé$é&EE§GVTSTGWQ?TGEEDTWCTEQLP IPIGNRAFVDSPDYVEDE
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CSEP family 32.

20
| |
CSEP0106 SNTASMAALAGLLS PAMHGT CGNBA TST SHATAAS 57
CSEPO109 SNTASMAALAGLS PAMEGALTHENCGEGANESMDS lT G sSB 57
CSEP0107 SNTASIAT AGLISEEMPAMNG CWDST T ALHASPENTT 57
CSEPO108 SNTASHAALAGLESLELMPAMNG CWBGA TIHEKHYALCLGTPEQAT 57

Consensus MKFSNTASXAALAGLSLLMPAVYGXLMYECXDGARFXIDTIXXYXLXATPEXXTXLD
100%

e O A I e e e e e e reern |

seoercero JRFSNTASWARLAGLSLLaPAV o0 CureCsehiPevs Vs  brexToeesstel

Conservation
0%

100

| |
CSEP0106 PPMAQGQMNGA TENINNVNRT QSTN[IHP TSGHFECP HMA 113
CSEP0109 PPN - PHBGA S GGNMNRT QTESEMP TSEPKECPMSTSGD" 112
CSEP0O107 PT| G GVMEHETKSMNSKEN QT P MTSLAREC NB* 113
CSEPO108 PP G GVYHETKSIINNKKS QT P TSEAREC NA™" 113

Consensus PPYXDGKIYGXYXFTKS INNXNRXXLVQTVEKEPFXRFFXITSXARECP I XDXNXX

C““S‘*”‘*“;L:: |0 T e om0 oo, O e el e

Ibits

CSEP family 33.

20

CSEP0195
CSEP0437
CSEP0265

40 &0
| | |

asquFA AAPNNTIStIP SAM NIG HTclaccs TRHEMN 60

SHUNDICEATVAA AAPNNTESEHRPAESAM NIGKDHTGYQCGSTKHKEN 60

s N T A AATABARSMRHSG sl GRRGMMPEHTGHQCASTKNNM 60

CSEPD436 s SLNLTIMTA AATANSRSSHHSGMS[IIG TAPMHllcMacAsT M S 60
Consensus MRSYI X1 ICLXIVAAIIFAAXXNTXSLHXXGLSXXXXRNIGXDHTGYQCXSTKXKMNKI L

100

°°”S‘*”"“°2: 00 bl B0 L e ond e ool el [ D bl 1

sz [RST1 el v [ TFARRARs kS eRéeceS tueiRimabs 61000 Towhee

|
AflGMACPDPAQSDS SYNDSGEPKTESEA G
AlflaMACPRDPAQSDS SYNDSGEPKTESEA G G| T
THG ACPNPIANNN SVMQDCSEPKTEPEA G NTLMAPIRGSIEEG Sli 120
CSEP0436 BA ACPNPRPSNN s CDEP PES cEPRGTEVEPIRGSERG C| 120

Consensus DA IQXACPXPAQSXXFWXSYNDXGFPKTFXEAQXLGLPKDTXXTPXRGXFFGKVYFXSL |

N o e reen Y e D B om0 el el 1 R ermnreron

| |
CSEP0195 TMHTPMRGG HEAA 120

CSEP0437

100%
Conservation
0%

Ibits

140 160

| |
CSEP0195 PliTC G oKBNKKBGUEcEc ot TwrEswTBrEHPG - 163
CSEPD437 EN NHR|I|PIVHRS S T PHAMPECRM " - - - - - - 157
CSEP0265 KIS CPCM s TEHT PTERANNESNCN - - - - - 159

CSEP0436 ESEM* - - - - - v =--c---c-asmmmmmmrca e 125
Consensus XSL | XCXXXXX | XRSXXXXXXT | XXXXXXXXPLXXXX - - = - - -
100%

Cansewalm:‘ﬁ |_||_||_||_|l_||—‘l 1 II_||_||_||—!I | L IHHI 1 O IHHI 1 o

|||||
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CSEP family 34.

CSEP0371 T AG 5 TT AAG GMTS Q IIS A S-QG PA 64
CSEP0372 T T AAG GMGS HKN SMPSNNHGS PI 64
CSEP0374 T AS AG G SCG A S N AGN S GA SS G P

CSEP0373 SC QPT AS AEG GS| S PT 61

Consensus MKT FQFAS | VAGLS FLKXTIAAGDDY | TXGMXS | XVNHXXRVAEXXWTX)(XGSXKSXNXGRYPX

e [T |Hﬂﬂﬂﬂﬂﬂﬂﬂﬂr|ﬂr|\ I | e [
somr [ TFQEAS TvAGL‘s‘FI.RHrARGDB??%E 5$§|§9ﬁﬁvﬁﬁ A?ﬁhW%E»ZSERNSNEGﬁ?P

100

CSEP0371 GN G THGS| EcTEsSc PSP" 122
CSEP0372 NG H SG| S NGA TCM SSP 123
CSEP0374 S GC H GTHG - 122
CSEP0373 TSNGS P P NA GQ NG SS SQN GMH CS 55 * 125

Consensus FXGEIXGX- - -PLRKFPLLYNGKDWXXGXFMYXVVSTEDLSYXKLFYEGTXGXXECVXSPXX- -

Corsaater Hnﬂﬂﬂnﬂmmﬂﬂﬂﬂﬂ\ A ) - H AT o Ms-peenel e

an'

soavoceiose EpkEPngs s BIRKFPLETRORDMnobe il ulvovesesviRLe EBoncenefegsee.

0%
Conserva lIDn

CSEP family 35.

CSEP0380 NT SASAlS-A CSTG NQT A Q GH P GP.G c..q
CSEP0488 SASA s CSTG NQT GPGG an
CSEP0379 SACA T MGGN CPSN s n ssnp G

CSEP0489 SACA MGG CPSQNTEG G CA NESHP! ANQ sg

Consensus MKXLNXXSAXAXXF LLXLGSV’XXGYVLKCXXGKEFDNQTMDE LAXKAEY)(Y)(HESXP LGPDGXKCKAYE
~ | [ [ o 3 [ bt 9 o1 et 1] 1 e |3 L

-t i kA el LGSl W&G$V|.KCE?EREFEﬁSﬁﬁEEEAEKKEEE%ﬁHE UFLGBﬁGEKCRA&?E

10IZI 120

CSEP0380 ENSQ PNSQSS SA SAT HSH A.AT.P aicBsVEsEREFEWEDERWYKCE * - - - - - - -- - - - - 125
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