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Figure S3   A distance tree generated from MEGA showing the phylogenetic relationships among ascomycetes 
inferred from the α-box domain of the MAT1-1-1 (75 amino acid characters). Number on branches indicated 
bootstrap support over 60% (1000 pseudoreplicates) from neighbor-joining algorithm.  
 
 
 
 
 
 
 
 
 
 
 


