Table S3 Parameter estimates and likelihood values of the various models of codon evolution using CODEML in PAML

Test of selection on MAT genes among different species

Model -InL Models comparison 2AL Pr.
M1a (neutral) 2756.64
:': M1la vs. M2a 241 ns
= M2a (selection) 2755.43
<
S
< M7 (beta) 2756.82
w
= M8 (beta + w) 2755.44 M7 vs. M8 2.77 ns
bt
~ M1a (neutral) 2636.82
: M1la vs. M2a 0.0 ns
'§ M2a (selection) 2636.82
°
% M7 (beta) 2636.80
§ M7 vs. M8 0.0 ns
= M8 (beta + w) 2636.80
M1a (neutral) 1373.38
- M1la vs. M2a 0.95 ns
& M2a (selection) 1372.90
-~
~
<
N M7 (beta) 1373.42
M7 vs. M8 ns
M8 (beta + w) 1372.90

=  Nothing significant
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