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genomicDNA 5 G C CCAT . C 3 5C T TC G A/GA C T
mRNA 511G C AL C C/A Ui Ci3 5iC U UiC GIAG A CiIT
AA Ala Pro/His Asn Leu GIn Asn/Asp
SP = Signal Peptide
LRRNT = Leucine Rich Repeat N-Terminal domain
LRR = Leucine-rich Repeats
LRRCT = Leucine Rich Repeat C-Terminal domain
IG = Immunoglobulin domain
IG_TRKB_d5 = Fifth domain (immunoglobulin-like) of Trk receptor TrkB
TMR = Transmembrane Region
SHC = Interaction with SHC1
P= Phosphorylation
PTKc_TrkB =

Catalytic domain of the Protein Tyrosine, Kinase, Tropomyosin Related Kinase B




