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Additional file 13 Scatter plots of SSRs relative abundance versus genome

size.

(A) Scatter plot of SSRs relative abundances in all analysed virus genomes. (B) Scatter plot of



SSRs relative abundances in analysed virus genomes with size of < 30000 bp. (C) Scatter plot

of SSRs relative abundances in analysed virus genomes with size of > 30000 bp.



