Supplemental Figure S4A

17 UCAA sequences identified within 8OHRT4 population, with 16nt conserved element for pairing with 5' constant region

Cons. S§  <<<<<<<.<<<<, L S<LLLLL
342.1.49  GGGCAUAAGGUAUUUAAUUCCAUAAU.

I T e

ACUGUG . CUCAU! U UUUU UACUCUCGUGUAU! GGAUGCU! UAGCUCAACCUG

3541.1.3 .UGCU. CACUGUG. CCAAACCCUAUACUACCUGUACC GAGCGUACGC! GGAUGCU! UAGCUCAACCUG
479.1.20 cen ACUGUG . UCCCCCCAUCCUACUACCCUGAACAAAUCCCUGCACCGU; C; GGAUGCUCCGGUAGCUCAACCUG
640.1.28 . . CACUGUG . CCUAAC UGAGUACAGAACGGCAUGU; CUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
3176.1.2 GGAUCAAAUUAAUGCU . CACUAUG . UUCACCAGUCAUUACAAGUGCCGGAGUUUGCCCUCAACCACAACCAUGGACUUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
3492.1.2 S GAUACACCCAUUGC CUCCGGUAGCUCAACK
3871.1.3 GAAGGCU . CAAACGAAACUGCGCS GAGUCCGGCUCAGGGAC: GGAUGCUCCGGUAGCUCAACCUG
3994.1.3 (/GCGEAUCARAUUAAUGCY . CACUGUG . UCCCUAGACGGARAGAGGUAUUCAGACCCACACGAGUCUUAGUCUUCGAGUUGAUUCGEAUGCUCCGEUAGCUCAACCUG
3523.1.2 . UAUGUCGAAUUAAUGCU . CACUGUG . CCAUAAACGUCGAGAACCCUCACGGUGUGCAGUUUGCAGUACUCUGUUCAGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
947.1.11 . CACUGUG . CGCCAC cot UUGUCCUUGUCC GGAUGCUCCGGUAGCUCAACCUG
1424.1.2 | GUGGAUCAAAUUAAUGCT CACGAUG . UCCGACAACCGAUCACCUACCUUGCGUUCACUGUACUCCCU GG U UAGCUCAACCUG
3524.1.2 . GGAUCAAAUUAAUGCU . CACUAUG. UCUCCCAUCCACCUGCCUCCUCAACCUCACUGUGUUUCAUGCCAGAAUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
870.1.5 Ci .. CACUGUG. UCC. col GUUACCUGGUACUCCCG: UGCUCCGGUAGCUC.

3059.1.2  GGGC; CAU; S .cAcuGuG.rrrr CUGACUCAAGAGCACGAACGUCAACCACCCGGUACCUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

3788.1.4  GGGC: CAU; . GUUUGC UUCAGUGAUCGGUAAACCUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

3311.1.3  GGGC; CAU; UCGGGCCUGGA . + v v vvvevvernnss .GGCGCCA GGAGCAACGCAUCUAUGCACC GGAUGCUCCGGUAGCUCAACCUG

4946.1.2  GGGCi CAUACACACAAAGGUCAGGC CUCACCCUAAUCGUAAAC . GAUUACG . CCACCAC GGAUGCUCCGGUAGCUCAACCUG

Supplemental Figure S4B
151 UCAA sequences identified within the entire 80HRT4 population based on a consensus motif (CM) derived only from the 80N random region.

Cons. SS F T TRt e
4803.1.2 GGGCAUAAGGUAUU . UAA. . UGAUCGA UGUUCAAAU. . .ACGGAU. . UUGGUUCUCUAAUGCH UUCGGAUGCUCCGGUAGCUCAACCUG. .
2966.1.3 CCGACGUGCAGUAGCAAGAGG . U. . UUCGGA-. . ~UGCUCCGGUAGCUCAACCUG. .+ vt v e s P
2650.1.3 «+....UGAAC. .CUGCACCCUUGCCAAGGCUAACUCAAUCUUGAGAC: GGAUGCUCCGGUAGCUCAACCUG .
2483.1.2 . GGUC-CUAU . CUUGUCUCUCCCUGCUUG UUCGGAuuuuuuuuu GCUCAACCUG

1791.1.5 UAUC- A uchGAu U U, GCUCAACCUG
3680.1.2 CACACAC. . UUCCAC U U, CAACCUG.
4326.1.2 1ttt eae et eeeneee ... . GGGCAUAAGGUAUU . UAA . UUC. CAUAACA , CUGUUAC. . .ttt tvnevnseuneuneunanseennenssn.. UCAAACGU. UUUCAAAU.GG.A UUAGC. ... ... =CAUACCUC. .. .G\ .\uernrernnnnns AcuuuC 7CUCGUCCUUAUCCCGCUGCUUGUCGCAAAACUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
1300.1.6 GGAUGCUCCGGUAGCUCAACCUG
1753.1.2 ACUCUUACUACUGCACUGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

3107.1.3 . AUGCUCCGGUAG. CUCAACCUG. . . . . » P
2748.1.2 GGGCAUAAGGUAUU.UAA. . CGUUCH Gt GGAUGCUCCGGUAGCU! UG
3623.1.2 GGGCAUAAGGUAUU . UAA. . GAUUCUCCCGUCGCCUGG UUGAUUCGGAUGCUCCGGUAGCU!
1679.1.9 GGCAUAAGGUAUU. UAA. UUU GAUGCUCCGGUAGCU! UG. .
2551.1.4 CAUCUUAC . UCAGUCUCGAUGCAAUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

2754.1.4 Ceel A CGa

139.1.107 . UACAT .CCCUUA-

3366.1.2 .\ttt et e eetaeanees ..  GGGCAUAAGGUAUU . UAA. UUC. CAUAC. UL UCCCA. + ottt vt sttt ettt e tneeaneaneenneanennnns

941.1.10

2653.1.6 UUGAUUCGGAUGCUCCGGUAGCU!

842.1.21 e

246.1.93 .. GGAUGCUCCGGUAGCU!

3075.1.2 . GCRA. GUGCACCAAGAUGAUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

1752.1.6 .UGCUCCGGUAG CUCRACCUG. « v vttt ttee e iee e eeeeiaeaaans

1025.1.10 UGUAUUCUUCCUACGECEECUGUCUCUCUTCGCUARCACCAUUGAUTCGGAUGCUCEERUAGCUCARCCUG .
2036.1.14 1ttt ettt et eet e eaneas ...  GGGCAUAAGGUAUU . UAA. UUC. CAUAC. G.ACAAU. « o\ttt sttt tttetneaneetnennenneanennans | AA----C. ARAACUGCAGUCUGGUGAGCGUGACCCAACGGUUCUCAUUGAUUCGGAUGCU UAGCUCAACCUG
3464.1.4 .. .....UCGCUAC.U UUGAUUCGGAUGCUCCGGUAGCU! UG vttt e et
2537.1.3 .. ++...CCAACAC. . CUGUUUCAUCGAUUUUCGACGCGUAACGUUCUUGAUUCGGAUGCUCCGGUAGCU UG. ...
2536.1.3 .. . . .GCUUGU~ U GGAUGCUCCGGUAGCU! R,
4555.1.2 .. . . | UGUUUUCUCAC . . DUCGUUCGGCACUAUUGAUUCGEATGCUCCGUAGCT! .
2386.1.6 GGGCAUAAGGUAUU . UAA.UUC. .U.CcCGue N CACGG. .GG.U. . ...cC-UC. . .. ACUCUCAC GAUACACACUCCCAGCCGUUAUUCCCAGAUGUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

1780.1.4 GGGCAUAAGGUAUU . URA. R . e . UGCUGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .

145.1.147 | GGGCAUAAGGUAUDUARDUCCAUA- ~CGGUACGUGGAC . GCG. UUG. .U.CGAUU N AGGRAA.G .GC.A. . . T .ACGGCAC.CAUAUUCGAUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

2214.1.3 | GGGCAUAAGGUAUUUARUUCCAUAGACGAAGACGAUCAG . GUG . ACGAAC. . UUGAUUCGGAUGCUCCGGUAGCUCAACCUG

4077.1.2 .. . GGGCAUAAGGUAUUUAAUUCCAUACAGCGC . CAG . GAl

1473.1.6 .. .. Ceeiiiiiiee..... .GGGCAUAAGGUAUU.UAA U N R
1649.1.5 .. Ceeiiiii......GGGCAUAAGGUAUU.UAA . . .UCUGAUUAC . . UUGUCUAU UUGCGUU! UUCGGAUGCUCCGGUAGCU! .
4504.1.3 .. UAUUUAAUUCCAUAGUAGCGGGUUUCUC . CAG e UCGAUUGUGUUUGAUUCGGAUGCUCCGGUAG e .
1011.1.10 .. ... .GCUCUCUC . GAUUC- UUGU GUUACUUGAUUCGGAUGCUCCGGUAGCU UG, .
1239.1.5 .uuccccccuAc UAUUCACCGAUUGCUCAUUUCCUGUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .

3728.1.2 . AAC AAGCCUUAAGAGUAUAGCUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .

2188.1.5 ceac. e . e UUCUUAG CCCGAUCCAGUUUGAUUCGGAUGCUCCGRUAGCUCAACCUG.

4357.1.2 .. UU; Ut CUAACGAUGACG.GCG. . .U, e . CU.GU.A. . . R + . ~UGCUCCGGUAGCUCAACCUG . + .\ttt eevevneennnnns

3721.1.2 .. U; UAUUUAAUUCCAU: . c; ICGUU UUGAUUCGGAUGCUCCGGUAGCU! UG e ..
3575.1.2 .. .. GGGCAUAAGGUAUU . UAR GACUUACUACUAUGCGGCUUCUUGAUUCGGAUGCUCCGGUAGCU! .
3548.1.2 .. L GGGCAUA-—AGGUAUUUAAUU . CCA JU; Ut UUGAUUCGGAUGCUCCGGUAGCU!

3382.1.4 .. UCUGAUACAUUCCGCUUCUUGUUCGUUGAUUCGGAUGCUCCGGUAGCU! . e
2755.1.2 CCCAC. . AUGCCACAACAAUCAAUCAACUACAAGUCUUCUGCCCCCCARTUGAUUCGGAUGCUCCGGUAGCUCAACCUG ¢
2178.1.5 | GGGCAUA~~ AGGUAUUUAAUD . CCA . GC— e .GUGAC..UUAUUUGGAUGAAAUGGUAUCUAGCUAGCUAAUACGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
2705.1.6 . GGGCAUA--AGGUAUUUAAUU . CCA. U GAAACGCCAUG .uc-ccuu . ACUGCUUU; UUU UUGAUUCGGAUGCUCCGGUAGCUCAACCUG .+ v v vvvvvveevneennnnns
432.1.16 .. e GGGCAUAAGGUAUU. UAA. . A Ceeel...CU - —ccGAGuUAUuGGACcGGAACuuuuucuUAGGcuuGuuGAUuCGGAUGCUCCGGUAGCUCAACCUG
83.1.200 . UAUUUAAUUCCAU: ,,,,ACGAGGUCU,,,,CfA,,,,,,,,,,,,,,,UGCUGAC, Ut Ul UAGCU! UG vttt ettt

2715.1.3 4ttt eeiieieeiieeieeiie et eeee. ... .GGGCAUAAGGUAUU. UAA
92.1.251 4ttt eieeiietieei et e e, . .GGGCAUAAGGUAUU . UAR
20520123 1on o GGGCAUA- - AGGUAUUUAAUU . CCA

B148.1.2 1ttt

... .-ACCUCCCA...AU-GCUU......... . uCu! UCUUCUUL UGCUUUGAUU! UGCU! UAGCU UG vteteee e
... .-CACGCUAUA.GCC-CUCGU. . .. ...GUAUGC— . URUUCU; Ut UGCUUGAUUX UGCU UAGCU! UG veieennnnn
... .-—AAUGAAU...AA-AC..............UCCCGCC.UCUGUUCU! U; Ut UCUUGAUU! UGCU UAGCU! UG vt teei et
UUUGAUU UGCU UAGCU! Ut

4468.1.2 G-A. eev......UCGUAC..CUUCGGUCAGAUUAACACUCUUCCUGCUCUGUCCUUUUUGAUUCGGAUGCU! UAGCUCAACCUG. .

3797.1.2 - .
3353.1.2 a-c. .
4489.1.2 . GU- PR .
O ~GUC............CUGAUCAC.CCUCUCUCACU: uCuU. UGUUGAUU! Ut S
B T Cieiieii.....GAUGAG..UU! UGAU UGCU: UUUGUCCCU UUGAUU UGCU UAGCU UG v vsennnnn
L I e . e «......UCUCGRUGAC. .UUU UCU Ut UUGAUU UGCU UAGCU! UG vt e et e e et
1622.1.7 ettt U; UAUUUAAUUCC——AU; Ut "GUA.UAU.UGUAC A AGUGCACGACUUAAGACG . -+~ + -+ . . . ANAACACGUUAUCGCACUAU . GUUCAAAC . GA . U. UGCAC . . . - . A~CCGAUUG. . \AU~. .+ .-+ "+ + ... UCGGA~ . .~UGCUCCGGUAGCUCAACCUG. .. . . . . . . P

G.ivtitvnnin.. .. ACCCAC.GGUGGAUGUU: UGCU UAGCUCAACCUG . + v e vt eeeeveeeeeienneennnns

LU Ceeii.......CCGCCAC. UGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,
2594.1.2 . ... .GGGCAUA--AGGUAUUUAAUU . CCA UAA.CUCAC.U.UUCG-. . e UUA.GUUCCAGA.GU.U.UGGAC. .. ....~CAUGUAU. ....C=..... ... ... ... .CUAAG.CUUCCACCAU! Ut Ut CUCACAAUUGAUU UGCU UAGCUCAACCUG . « vt v vveevnnss
3535.1.2 . ii......GGGCAUAAGGUAUU.UAA.UUC.CAUACUU. cGUGAGAGchUccA,,,,,,,,,,,,,,,,,,,,,,,,UAUUCAUGUGAGCCUGAGUUCAAAU GG.A. UUGAC,,,,,,,—cAUccUUA,,,GC—GU,,,,,,,,,,,,,,GGCUCA—,,—UGGUUGcAUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,
1229.1.10 e eeieiieiiiiiiieiee.... . —~GCG-UGUUCARAU.GG.A.UUAGC. . .. ...==UUGCGCU. . .UG-U. ... 0ueeuneunn.n GCCCAC. . UACCAUUUGCUCAUCCUCCAGCACUU UCUUCCUGUUGAUUCGGAUGCU UAGCUCAACCUG. .
1327.1.12 . . . .
2405.1.4 . . CGA- ACC

2860.1.3 . N . e G.GUUC: . el ACRAACA C..AUUCCCCUUGCCAAGAUAUUAGCCAAACCAGUCAUCAGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

3396.1.2 . UL e ,,,,AccAAcA,GUUcAAAc,UG,G,UGAAC,,,,,,,ACUUGAUUCG,,GA UGC. -+~ nn e e s {UCCGGUAG. CUCAACCUG  « < e« e v et e e neen e ane e e e ee e tn e e et e e e e e

e . ....-AGAAG.GUUCAAAU.GG.A.UUGAG. .. ....—— ——.ee..=Usiiiiiii... .. LUCUCAA. . AUGCAUCCCUUG UAUC UUCGAUGUAACU( UUUGAUUC UGCUC UAGCUCAACCUG. . . .
e eeiieiiiiiiiiiiiiiii.......GGUCAG.GUUCAAGU.GG.A.UUARA. ......ACUCUAGC.....U-A................GGUCAC.U UCCAGUGU( UUAUUGAUU UGCUC UAGCUCAACCUG . + vt v vveevnnns
Ceeiieiiiiiieii........CARUGUCCUACUGCC.GUUCAAAU.GG.A.UUARA. . .. ...-CCARAUCAG.UGA-GU. ... ......... . JUGAUU UGCUC UAGCUCAACCUG .+« v vt ettt e eeee e eeeeennaens

665,118 1ttt

1
T T
508.1.39 1ttt Ui UAUUU;

B CUUUGCA ARU-CCUGGU( UGCU UAGCUCAACCUG. .. ... ... B
3061.1.2 UUUCCUS GUCGCCUACA GADUGAUDCGGADGCD UAGCUCAACCUG

301.1.61 JUGCUU UGUGAUGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

1423.1.5 .
4859.1.2 UCUCCACUGGAAUUGAUUCGGATGCUCCGRUAGCUCAACCUG . .




493.1.18
766.1.12
3889.1.2
3262.1.3
4083.1.3
172.1.105
4034.1.2
2106.1.5
4126.1.2
447.1.18

821.1.5
2716.
3139,

2196

4930.

3909

2041.

3756

3261.

[SEPRERR RV

271.1.97
1049.1.5
3280.1.2
3331.1.2
1192.1.6
4514.1.2
1457.1.10
2085.1.6
2671.1.3
3083.1.4
2733.1.4

583.1.7

308.1.34
27.1.940
2606.1.2
1727.1.8
3363.1.3

Cons S5

3733.1.2
4695.1.2
4295.1.2
1132.1.7
3160.1.3
1191.1.9
852.1.31
459.1.17
4518.1.2
4283.1.2
1989.1.3
2078.1.2
2464.1.3
3533.1.2
763.1.15
1536.1.10
4542.1.3
3926.1.2
3766.1.2
2258.1.2
1995.1.2
3822.1.3
2730.1.2
3844.1.2
2093.1.5
1963.1.3
947.1.11
356.1.37
3910.1.3
3689.1.3
2228.1.5

C--AUAGACAACGUA. -GC.GCA. GAAAC.U. CAGAC.
GGGCAUAAGGUAUU. UAA.

CAUACUUU .GCA.UCU. .UCGAU N

.GAACCUG. GUUCAACU .

UAUUUAAUUCCAU: G . Ut
.. e ........GGGCAUAAGGUAUU. UAA
. ,,,,,,,,,,,,,,,,,,GGGCAUAAGGUAUUUAAUUCCAUAC GUG
UAUUUAAUUCCAU:
GGGCAU: UAUUUAAUUCCAU:

GGGC .
GGGCAUAAGGUAUUUAAUUCCAUACGCGCAUUGUGCCGAGUUCAGGGGGGARUAUAGAGCAACGGUAGUUCUAUC . UGA . UAU . CACAC . A. CUAAA s
e iieeiieiieiieiieeii ... .GGGCAURAGGUAUU . UAA. UUC . CAUAC. AL CGAUUCCA .+t vttt erteeranneernannns
e ieeiieiieiiieeieeii ey, (GGGCAURAGGUAUU . UAA. UUC . CAUAC. C.CARRGA .« ettt et ettt
e eieeiiiiieeiieiieeie .. GGGCAURAGGUAUU . UAA. UUC . CAUACC-ACUCUU. « .\ttt et et eeranneernannns
e ieiiiieieeiieiieeie ... (GGGCAUAAGGUAUU. URA. UUC . CAUACG=. CACAR . L.ttt ettt

AAAAUGC. ACU-UGAUU .

~CAUACCUC.
AGCCUUCUG.
AAGUUGAUUC

. AAACCUCAGA .

. UGCAAC . ACUCCAUCGAUGUGCUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG . F
~CUCUUCUCAGCGUGCCCCCUG! GGAUGCU! UAGCUCAACCUG

UCCCUUCGAUAA( UUCGGAUGCU! UAGCUCAACCUG
CCCGCAGAUCUCUCCUCACC: GGAUGCUCCGGUAGCUCAACCUG. . .
UCUUCGUCCCACUGCU: U; e GGAUGCUCCGGUAGCUCAACCUG
AUUcccUccUcccUGUcUGAUcAcUUGAUUcGGAUGcUccGGUAGcUcAAccUG

. UUCUCUGACCUCH UGCUCCGGUAGCUC.
uU GAUCCUCAA

CAACCU
c. UAUGUUUCCACUCUCUUGCCUGAUCUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
AUACAUCAAGGUUGAUUCGGAUGCUCCGG AGCUCAACCU

. UUG UUCUUCAGUAGCGCUAACUUGAUUCGGAUGCUCCGGUAGCU!
. GAUUUUCG! UACUCU;

—CGGAUUCUUGCUCG! GAUACGUUAUUCGU

CCUUCH
UUGAUUCGGAUGCUCCGGUAGCU! UG.....
.. GGAUGCU
. . .UUCAC . UAU GGAUGCUCCGGUAGCU!
Ut GAACGUUUGCCUUU.

- GCGCACGCARUUAUCACCUCGAUACCCCA GGAL UCAACCUG .
GUUCAUAC. .~ —CA GCCCCCCAACAGAUGCCAACAGAGCUCAUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG
UGCUCCGGUAGCUCAACCUG .

GGAL
| AUCCACACAC. . ACGCAUCGACGCAAGCCGCCAUGUAGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .
CUACCARAC.

. CUCGUUUAAUCCGUAUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .
UUCGGA-. . ~UGCUCCGGUAGCUCAACCUG . 4+ vt evveeveevreevaeneennnns
.AUCUUCC. . CU GUUGGCCGAU; U; UUGAUUCGGAUGCUCCGGUAGCU!
GUCCAGUUUCGUGACCUGUCU. GGAUGCUCCGGUAGCU!

. CGCGCAGAACAGCCUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .
. UUUUCUUGGAUGUUGAUUCGGAUGCUCCGGUAGCUCAACCUG .
--AU; U; UCGAUGU JGCUARUUGAUUCGEAUGCUCCGGUAGCUCARCCUG .

UUGAUUCGGAUGCUCCGGUAGCU! UG

. ~UGCUCCGGUAGCUCAACCUG. + ..\t s F
. GUCAGUUUU: GGUAGCU UG. .
. AUUCUCU

GCUCAACCUG.

UAGUUCGUUGAUUCGGAUGCUCCGGUAGCU! UG

. UCGUUU UUUGAUUCGGAUGCUCCGGUAGCU! UG

CUCAACCUG. e
UUGAUUCGGAUGCUCCGGUAGCU! UG
—uuGAUcGcGACGGCAUAUAUGGAAGACuuuuGAUuCGGAUGCUCCGGUAGCUCAACCUG
. UUCGAUUUACAAGUCAUUAGUUUGAUUCGGAUGCUCCGGUAGCUCAACCUL

.UAUAUCCUGCAUGUCCCAAAUGUUGUGAUCUUUGAUUCGGAUGCUCCGGUAGCUCAACCUG

1.1 TR

. JUARU! Ut UUGAUU UGCU UAGCU!

. UUGCU: UGAUUGAUUX UGCU UAGCU! UGttt ettt

UCGUCU: Ut Ut UGCUUGAUUX UGCU UAGCU! Ut

U UGGAUUGAUU! UGCU: UAGCU Ut

e U; UAUUUAAUUCC-—~AUAU UCC.UCC.ARRAC. U.CCAARU. + o vt eeteeveerenneernnns
e iieiiiiiiieieiiieeies ... (GGGCAUAAGGUAUU. URA . UUC. CAUAC. C.GACUC. L\ttt ettt

. GGCAUAAG . GUA . UUU . AAUUC . CLAUBAC .+« ot eveeteenneennannnns
L GBGCAUAAGGUAUUUARUUCCAUAC . GCG . UUC . UCGAC .U AAUCA -+« + 1+ oo
GGGCAUAAGGUAUU . UAA. UUC. CAUAC. U.CGAUU .
..GGGCAUAAGGUAUUUAAUUCCAUAACCGAAGCUCGAAUGUCCRGAUCGCGGAUGACGCGACRUCCCGAAAACR CAG.UCU.UARAC.U.CCACC.
.................................. GGGCAUAAGGUAUUUAAUUCCAUACAU-— --GCGGA.ACG.UCU.CAGAA. C.CGUAU

Supplemental Figure S4C

14 UCAA sequences identified within 70HR T4, population. First three include the 16nt conserved element for pairing with 5' constant region
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UAAUCUAGCU! UCGAUGCUUGAUU UGCU UAGCU! Ul
0. U UUGUCCUUGUCCUGUGUUGAUU UGCU: UAGCU Ul

B T T St s T SEEI53.555 . >3>e555>
GGGAAAAGCGAAUCAUACACAAGA. . AGGCCCGACCAAGC . . CACUGUGUCCUAAUGCACCUGAGGAGCGACCGGGT

GAA CAUG rufﬁAAAGceAu LCACUGUGCC. .GA. v vvvnevnnennnnnn GGGCAUAAGGUAUUUAAUUCCAUA

‘GAAUCAUACAC ccac UGCUGAAU . UGU( UGA...CGA.......GUCUGGGCAUAAGGUAUUUAAUUCCAUA

............. <<cm<eegs. < S
[P e GAAUCAUACAC Guce . .CGUAC! GGACGCGGUC- -
e UCAUACACAAGACCGACAAGACGGCACUCAAC e CCARACAA- ~CACUGAGGAC. UGC-ACUGCGGE. |
e GAAUCAUACAC GUAUCGUAUAC  ACUGCUUGA . .. . GUUCAAAUGCGUGCGU-UGCUUGGAA . . . UC-GCGC
UCAUACAC UG!

UUGU

. ~GAGG-GCUUCAACGUGUUGAGCACGCCAUUCC . .
. ——AAUU. GUUCAACUUGGC--U-ACGAGAUAUG. . .

AC-CAGG.
AU-GAU. .

UCGUUUUGAUU . e
CAGGcucuucuuGAUuGGuuCAGcCAGACuGuuCAAUUACUACAUuGAUucGGAuchccGGUAGCUCAAccuG .
CCGGUAG. CUCAA

CGGGGC:

CAUA

UG

GUCGGG




