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UCSC genome browser identified no conservation of ROR, see the link :
http://genome.ucsc.edu/cgi-bin/hgTracks?position=chr18:54721802-54739350&db=hg19&ss=..

ltrash/hgSs/hgSs genome 38ff 1cef90.psix+../trash/hqgSs/hgSs genome 38ff 1cef90.fa&hgsid=
219146885

Supplementary information, Figure S4 A UCSC genome browser search identified no RoR

counterpart from mouse, dog, elephant, opossum or chicken. Human RoR exons were in red

circles.



