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FigureS1.  LC-­MS/MS  chromatograms  of  C,  5mC,  and  5hmC  of  the  DNA  purified  
from  E8.75,  E10.75,  and  E12.5  PGCs  
The  Y  axes  represent  the  MS  signal  intensity,  and  their  scales  for  5mC  or  5hmC  have  
been  normalized  to  the  scales  for  C.  The  parts  of  the  chromatograms  within  the  indi-­
cated  retention  times  are  displayed.
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