Supplementary Figure 6

I Very high: Log2 RPKM > 4
High: Log2 RPKM 0 to 4

I Low: Log2 RPKM -4 to 0

" Very low: Log2 RPKM < -4
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Figure S6. Global activation of gene expression during PGC reprogramming
Genes are grouped based on their level of expression (very high, high, low, and very low
expression group in all transcripts). The distribution of the different groups during PGC
reprogramming is shown



