
Supplementary  Figure  7

A

B

9.5 11.5 13.5

Syce1

Sycp3

10

0

20

30

40

50

60

6

7

8

1

0

2

3

4

5

Embryonic  day

9.5 11.5 13.5

Embryonic  day

R
e
la
ti
v
e
  e
x
p
re
s
s
io
n
  l
e
v
e
l

Cldn71.0

0.2

0

0.4

0.6

0.8

Female

Male

Female

Male

Female

Male

Sohlh2

Holmad1

Mael

6

7

1

0

2

3

4

5

60

70

10

0

20

30

40

50

60

70

10

0

20

30

40

50

R
e
la
ti
v
e
  e
x
p
re
s
s
io
n
  l
e
v
e
l

Female

Male

Female

Male

Female

Male

DE  in  Male

(1  gene)

DE  in  Female

(8  genes)

DE  in  both

Male  and  Female

(11  genes)

Tdrd1

Mael

Syce1

Ubr2

Cpeb1

Sycp2

Sycp1

Rec8

Stra8

Sycp3

Tex11

Smc1b

Ccnblip1

Msh4

Msh5

Prdm9

Tex15

Siah1a

Stag3

Dmc1

-­1.7 0.87 2.6

E9.5 E11.5
E13.5

Male GeneFemale

Figure  S7.  Meiotic  genes  are  significantly  up-­regulated  in  both  male  and  female  E13.5  PGCs  
(A)  Heat  map  representation  of  meiotic  genes  during  PGC  reprogramming.  Expression  levels  of  the  

genes  with  the  gene  ontology  term  “meiosis”  are  shown.  

(B)  RT-­qPCR  verification  of  the  significantly  changed  genes  from  E9.5  to  E13.5  PGCs.  To  avoid  

biased  amplification,  purified  PGCs  from  three  embryos  of  each  stage  were  combined  and  ana-­

lyzed.  The  expression  level  in  E9.5  PGCs  was  set  as  1.


