Supplemental Figure 1: Protein abundance
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C.  Abundance range of proteins in the apoptotic caspase-cleaved dataset @)
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Supplemental Figure 2
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Supplemental Figure 3

Observed same as SwissProt
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Supplemental Figure 4: IceLogos for untreated and apoptotic datasets, P1’site 3-65 and 66+

a. Untreated dataset, cleavage site P1'is 3-65
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b. Apoptotic dataset, cleavage site P1’is 3-65
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d. Apoptotic dataset, cleavage site P1'is 66+
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