Q8RJY6_StiKS1_stigmatellin =
meta_3_contig00078_3
ABK01385_cmKS68_Cacospongia
meta_2_contig00159_6

meta_2_contig00233_6

KS for unusual
start units

meta_1_contig00004_6 »
100/100 - 9 -
meta_1_contig00006_6

92 CA098852_AufKS1_aurafuron

52 AAK19883_SorKs1_soraphen

9289 AAK57190_MxaKS1_Myxalamid

meta_2_contig00052_1

J\

20/34} AAN32979_BarKS1_barbamide

AAF00957_McyKS1_Microcystin
AAT70102_CurKS4_Curacin_A — P KS- N RPS
CtaKS2_AAW03327_Cystothiazole_A

AAV97877_OnnKS5_Onnamide

|

AAY32964_DszKS2_disorazol

YP_439860_TaiKS9_thailandamide — trans-AT PK S

——— ABK51301_BryKs11

— CA098850_AufKS5_aurafuron
meta_2_contig00187_4_NEW
meta_2_contig00133_1_NEW

meta_2_contig00155_6_NEW

— New PKS

57 96/87

meta_3_contig00079_6_NEW

meta_2_contig00250_6_NEW

meta_2_contig00186_1_NEW

)\

CAA11036_RifKS1
YP_001102988_EryKS2 —  cis-AT PKS

AAAT79984_SorKS5_soraphen
Wﬁ': U73935_EPAKS1_eicosapentaenoic_acid
99/99 AF016890_HgIKS1_heterocyst_glycolipid_synthase P U F A
AF378327_PUFASKS1_polyunsaturated_fatty_acid_synthase
ABO33015_typell_ks_Micromonospora_Haliclona
100/100 |
99/78 ABQ42685_typell_Streptomyces13_42_lotrochota PKS type ||

NP_287225_fabH_E.coli

82

Supplementary Figure S3: Phylogenetic association between the novel A. brasiliensis-
exclusive PKS group and PKSs of known function. The tree was constructed using
Neighbor-Joining (NJ) and Maximum Likelihood (ML) methods. Numbers on the branches refer
to NJ and ML bootstrap values (1,000 replicates and 100 replicates, respectively). The scale bar

represents the substitutions/site.



