
Pri-­‐miR-­‐7-­‐1:	
  
ta@ggcaaaggtggtcagcgga@aaacaaatccgtcatgagtcgggagc@cgatcaaaa@gatgagcc@tag
aaggatccgaagatcggatca@acca@acaggaacacaggaccagatacagatgcacagta@tgctgcagaac
aggtcag@taag@tagc@tgtg@agc@atacatactaaaacc@taaaaagc@@c@ctcaa@ga@@@tc@
@agaagccatggtgtctcaacc@@ggggacctaac@ctaaaca@ctaatag@tgcc@aa@@tc@ctgc@tc
@actaaaaatgaagaca@caatactaatc@gctggaagaagccttaaccaagcaaac@ctca@tctctggtga
aaactgctgccaaaaccac@g@aaaaa@gtacagagcctgtagaaaatatagaaga@ca@ggatg@ggcct
ag@ctgtgtggaagatagtga@@g@g@@tagataactaaatcgacaacaaatcacagtctgccatatggcaca
ggccatgcctctacaggacaaatga@ggtgctgtaaaatgcagca@tcacacc@actagca@c@tgtc@@cta
ccaaata@aacaac@tcaa@ccg@@cttaattc@tctactaatgtccga@tactactcatca@@tc@gacac
@aaca@gc@taa@tgtaa@gctaatgg@@tgaactc@ctaa@gtaatggacgtg@tatca@@aa@tagca
@gaaa@gtc@gatg@ga@aagatg@acgagcaaaaa@ctaa@cgcac@@@tc@@c@@ataggtgaag
cagtatgcagatg@gaagga@ctaatgcaagata@@@c@@@atagtgtgaagcagta@ctggaaag@@tc
taagactagtgaagaactgaaggagtcctgcatct	
  	
  

Pri-­‐miR-­‐7-­‐2:	
  
gagagaaatgagccac@gcctgc@ctc@taaaaataa@cccctg@tgtaaaggaaatatgctcaaa@gggtg
cagtggctcacgtctataatcccagcac@tgagaggctgaggcaggaggatcac@gagcccaggag@caagac
cagcctgggcaatatactgagacc@gtc@tactaaaaaaaaaaaaaaaaaaaaaaaaa@agctgtagtctca
gctactagggaggctgaggtgaagaatcac@gaacactcgagtctggaagg@gaagctggagtgagctgtga@
gcaccactgcactacagcctgggtgacagagcaagaccctgtctcaccaaaacaaaacaaaacaactgtgtcca
@atagaaagtagaacactccagaaaaaagggaaaagtaagaaaaaataa@tctccagggaa@ctgaggtgag
gagaggtg@caaagatgaac@agtaataggagcggagacaacgcctcgcctgaaggagcatccagaccgctga
cctggtggcgaggggaggggggtggtcctcgaacgcc@gcagaactggcctggatacagagtggaccggctggc
cccatctggaagactagtga@@g@g@gtc@actgcgctcaacaacaaatcccagtctacctaatggtgccagcc
atcgcagcggggtgcaggaaatgggggcagcccccc@@tggctatcc@ccacgtg@c@@@gtatc@@gtg@
tcctagaaaacatctcaggtcaccaccctaaacacccatcggcagactc@ccagaaacatggacaaactatggtg
tgagcagggaagtggggcagggtctctg@@cagggagcagtggactgc@ccataccactacctgaagggcagg
gggagaaaaaccctccttaattactaattcccccaacaatcac@tggggcacctataatggaggcacc@gtgact
ccacatcctggggctcagggcctca@gtctgtggcccgacagccacagtgtatgcgggcaccgagaggtatgcac
tggagaccgagg@cccggatg@cagtgtacctggcagcaggggggacacacctgacctcggagc@gtctggtg
cctgctccacagctgagggagtggac@gtgtgtatggaa@tc@ggtcccagtacctgcctctgtgctgctacatcc
agaggtgtggccaagggaaaaaagcccagtgc@gggaccatcccccactgtggcaggaataca	
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