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Figure S1. Comparison of the temporal expression profiles of genes associated with immune
response. Screenshots of detailed model profiles windows for the data of STEM. Only profiles
that are statistically significant and are involved in immune functions are shown. Along the top of
each window are the temporal expression patterns and the statistical analysis for the p-value
based on the permutation test that STEM uses. The coloured boxes at the bottom-left of each

window correspond to the model expression profile available in STEM.



. FCOR28
junum
B 3.0 0.0 3.0
coe .
FCGR2A PTPNT w 3 £
MLF1IP NOL8 a a o
3
RHOH Qbs SAMSN1
NEK2 { €D40LG
‘ AR %ﬂ , LEPR
Laxq Ler2 PRKCQ “
SPC25 (inciudes EG1100144582CE0 > cose PLAZGAA
IL2RG 7
RYAUAYAY & MRC1 (Indu’EG:‘MmTM) fim)
NAPILY KIF20A MYBLY 505 > I bz v
slsiB €028 ccr
P
“qﬁ ATAD2 ‘ a1 KZF3
BUB! (includes EG:100307076) S0 wzE o
i ew CSF2RB A 4 ccT?
KIF15 e coes THY1 #,? CTLA ANXA1
CENPE 173
AL ‘ LaALst 'Fw ¥
MADZLI  TRIP13 R2 ccrs
< meas - CO8 reey D226 e
co74 cDé ol
HAUSE cePR2 s coiad " OPMcudes EGA00330001)  SKAP! ‘
R PHGOH i abua " . L dos
HSPAS o 'couma (incudes o 1
Msdadd tho
wagsz HLA:D@B1  ICAM1 ) - (igoiudos of af
— HSPD1 gD HLA-DRB1 @
A1 cocasc ACRKA s XA ‘
2 b2 VCAM1  TTGAL  €CRS SR1 Eeﬂofm !
CENPF ‘ pROM1 VG v (inclydes \§G20  LMNB1
oNTA* N ;3 LEN2
RSL1DI H! . HLAA  TNFRSF1B A o '
» DCAS A
2 ctnaz © HLAS socs HSPATAHEPATB STAT4 9‘1‘!55 v e
b - < # AIM2 (ncudes EG:304987)
sGoli BiRGs AL R2 “ ¢ v v ‘ CARD
A v ¢ G (included G 15978) 5. © ecR2 s¥n1
w» NPM1 IRF4* - SELPLG
GNL3 »
e G » 3 e Tomz
seoL2 el »
psmpto CSFIR  <v .
304 ‘z ‘ 4 ¥z \ A, Ben
LR !
ODX21 ~ ACACA ik colg dkets ccgp ew ¢,
cenew R ‘ - % oxchty
c1ac
HEPHI STATT 1L42R81
)
’
HISTIH3A (ncdes oihers) NOD1 X ‘ﬁ: (nclodes £G:16362) ADAMTSA  claa  ©2
n PSMAT  TAPY LNY Y co27s
I o1 fre2 5 SERPING1
TOP2A AA > ARS
RaDB1 cves 40 C48 (inoludes others) C10B
BLM - papse ?‘ B . TR »e1s™ed )
'
> PRI 2N (inciudes EG 2535‘33) -~
68 k
RBBP7 ol HGdE2 (inciudes EG1ABGY  FYCS2 Yo Qens
% P GNPNAT
RPA3 « Re SRPX2
v M 1847
FSTLY 1L18BP IF{TMS
SERPINGY
SWIs
o NFIL3
oA UNC3381

Figure S2. Transcriptome signatures that distinguishe jejnual mucosa immune responses to the
colonizing microbiota in conventionalized and conventionally raised mice. (A) The ingenuity
protein-protein interaction network derived by plotting STEM output genes involved in the
temporal expression profiles involved in immune response in the jejunum. The identified genes
share 76% similarity (indicated with red arrows) with the transcriptional signatures proposed to
be regulating the transcriptional changes during conventionalization along the gastrointestinal

tract.' (B) Heat map of the genes that constitute the core regulatory network.
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