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Supplementary Figure S2, Singh et al
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Supplementary Figure S3, Singh et al
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Supplementary Figure S4, Singh et al

A. Transient expression C

Vector MDM2

pCMV

o
=
[a]
=
>
=
(3]
o

pAkt —»
Akt P ——

MDM2—p -

Actin P ——— —

B. Stable expression
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Supplementary Figure S5, Singh et al
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Supplementary Figure S6, Singh et al
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Supplementary Figure S7, Singh et al
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Supplementary Figure S8, Singh et al
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Supplementary Figure S9, Singh et al
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