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Figure S1. Geographical locations of Khoesan sampling sites included in this study.
Study subjects were recruited from 11 locations across the north-western geographical region of
Namibia and classified as either Ju/’hoan (orange, n=21) or 'Xun (green, n=14). IBD allele
sharing resulted in the exclusion of two Ju/’hoan from our study as a result of possible
relatedness (total n=19).



