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Figure S7. Regional distribution of the study sample and autosomal ancestral contributions.
While the ‘African non-Khoesan’ (Bantu and Sandawe) contribution increases from west to east, the
‘European’ contribution decreases. Although maternal ‘Khoesan’ contributions decrease from west
to east, autosomal analyses, although showing highest frequencies in the western populations,
shows decreased frequency of contributions at the southern point and an inverse ‘Asian’
contribution.



