Additional File 2. CRE sites in the 5’ flanking sequences of Ae. aegypti secretory pathway genes.

Dmel Gene ID | Aae Gene ID Or¥1y(;,lggy lsl;ae:; Sequences Strand D'Stggf:eto
FBgn0038947 | AAEL010012 1to 1 sart TTGACGTTTA For 500-2000 bp
TTGACGTGGA For 500-2000 bp
TTGACGTTTG For 500-2000 bp
A GGACGTTTT For 500-2000 bp
TTGACGTTT C| Rev <500 bp
FBgn0024285 | AAEL011568 1to 1 srp54 TCGACGTTTT For 500-2000 bp
CTTACGTTGT| Rev <500 bp
FBgn0028538 | AAEL013012 1to1 sec71 TTGACGTGT G| Rev 500-2000 bp
A GGACGTT A G| Rev 500-2000 bp
FBgn0033460 | AAEL001273 1to1 sec24 GTGACGTTGSGC For 500-2000 bp
ATTACGTGTT For <200 bp
A CTACGTGGA| Rev 500-2000 bp
FBgn0039172 | AAEL000947 1to1 spase22:23 |G C T A C G T TTC For <100 bp
TTGACGTTT C| Rev 500-2000 bp
FBgn0037672 | AAEL003613 1to1 sage GCTACGTTGG For 500-2000 bp
AT GACGTTAA| Re 500-2000 bp
T CTACGTT G C| Rev 500-2000 bp
FBgn0086357 | AAEL010716 | 1to many sec61a CGTACGTTAT For 500-2000 bp
TTTACGTGTA For <500 bp
ACGACGTTTT For <500 bp
GTGACGTGA A| Rev <500 bp
CTGACGTTTC Rev <500 bp
TTACGTT A A G| Rev 500-2000 bp
CGTACGCGTTA C| Rev 500-2000 bp
FBgn0086357 | AAEL004523 | 1to many sec61a CCGACGTTGA For 500-2000 bp
AGGACGTGG GG C For 500-2000 bp
GTGACGTGA A| Rev <500 bp
AT GACGTGTC Rev <500 bp
T GGACGTTGC C| Rev <500 bp
TTTACGT CT C| Rev 500-2000 bp
FBgn0035827 | AAEL015236 | 1to many srp9 CTGACGTTTC For <100 bp
FBgn0035827 | AAEL012049 | 1to many srp9 GAGACGTTTSGC For 500-2000 bp
TGTACGTTTGC For 500-2000 bp
CTGACGTTT C| Rev 500-2000 bp
FBgn0011509 | AAEL009829 1to 1 srpRB CGGACGTAAT For <500 bp
FBgn0035947 | AAEL010060 1to 1 Srp68 TTGACGTGTT For <500 bp
GCGACGCGTGGT| Rev 500-2000 bp
FBgn0037357 | AAEL007484 1to1 sec23 TTGACGTTC G| Rev 500-2000 bp
GTGACGTGT T| Rev 500-2000 bp
CTGACGTGT T| Rev 500-2000 bp
FBgn0038808 | AAEL001177 1to1 srp14 T TTACGTGTC Rev <100 bp
TTGACGTGG CT| Rev 500-2000 bp
TTGACGTGG CT| Rev 500-2000 bp
FBgn0038810 | AAEL003377 1to1 srp72 CGTACGTGT CA For 500-2000 bp
TTGACGTTGT Rev 500-2000 bp
TTGACGTTT C| Rev 500-2000 bp
FBgn0024509 | AAEL012240 1to1 sec13 TTGACGTTTA For 500-2000 bp
TTGACGTGGA For 500-2000 bp
TTGACGTTT A| Rev <500 bp
FBgn0040623 | AAEL004603 1to1 spase’2 |T T G A C G T T CG For 500-2000 bp




Dmel Gene ID | Aae Gene ID OrErhyt;,Iggy ﬁae"'z Sequences Strand D|stggc|::e to
FBgn0040623 | AAEL004603 1to1 spasei2 AT GACGTTTSZC For <500 bp
GT GACGTTT A Rev 500-2000 bp
FBgn0029709 | AAEL000208 | 1 to many CHOp24 T TGACGTTT G Rev 500-2000 bp
FBgn0030306 | AAEL003418 1to1 spase25 GCGACGTGTOC For <200 bp
TTGACGTTT G Rev <500 bp
GGACGT GO CTA Rev <500 bp
FBgn0031049 | AAEL005471 | 1tomany sec61y AT GACGTTGSEC For <100 bp
CCGACGTGGA For <100 bp
FBgn0010638 | AAEL013989 1to 1 sec61p TTTACGTTAA For 500-2000 bp
CTTACGTG GGT For 500-2000 bp
A TTACGTGGA Rev <500 bp
AT TACGCGTGA G Re 500-2000 bp
FBgn0010391 AAEL005856 1to1 Gip-bp CTGACGTTA AT For 500-2000 bp
GTGACGTTTA For <500 bp
FBgn0011584 | AAEL010538 | 1 to many Trpt TTGACGTTTT For 500-2000 bp
GGTACGTTTT Rev <500 bp
FBgn0011584 | AAEL013226 | 1to many Trp1 TTTACGTTTA Rev <500 bp
FBgn0015298 | AAEL004914 1to1 srp19 T TGACGTTA AT For <500 bp
FBgn0021795 | AAEL013320 1to1 Tapd T GGACGTGGOC For <100 bp
TTGACGTTTCG Rev <100 bp
FBgn0022268 | AAEL008434 | 1 to many KdelR CTGACGTGTA For 500-2000 bp
FBgn0022268 | AAEL002086 | 1to many KdelR CTGACGTGTA For 500-2000 bp
CTGACGTGT G| For 500-2000 bp
TTGACGTTT G| Rev 500-2000 bp
TTTACGCGT GG C| Rev 500-2000 bp
FBgn0028969 | AAEL013230 1to1 6COP T CGACGTGAT For 500-2000 bp
CTGACGTGT G Rev <100 bp
TTGACGTTT C| Rev 500-2000 bp
GTGACGTTT G Rev <100 bp
A CGACGTGTG Rev 500-2000 bp
FBgn0030341 AAEL011755 1to1 p24-1 T TGACGTTT G For <500 bp
FBgn0040340 | AAEL003285 1to1 TRAM GGGACGTA AT G For 500-2000 bp
AGAACGTGTT Rev 500-2000 bp
FBgn0040512 | AAELO13121 1to 1 {COP CGGACGTGAA For 500-2000 bp
TTGACGTTAA Rev 500-2000 bp
ATGACGTTTSC Rev 500-2000 bp
FBgn0053105 | AAEL000410 | 1 to many p24-2 CCGACGTOGTT Rev 500-2000 bp
TCTACGCGTGT G| Rev 500-2000 bp
FBgn0033339 | AAEL001516 1to 1 sec31 AT TACGTTTCSC For <500 bp
FBgn0010348 | AAEL007065 1to 1 arf79F T CTACGTGG G For 500-2000 bp
GTTACGTTGOC Rev <200 bp
GCTACGTTTG Rev <500 bp
FBgn0035771 | AAEL007987 1to1 sec63 GCGACGTTTA Rev <200 bp

Ae. aegyptiorthologs of D. melanogaster secretory genes were identified. The associated gene

identification numbers, orthology relationships, and gene names are provided. A 2 kb region

immediately upstream of the open reading frame (ORF) of each Ae. aegypti secretory pathway gene
ortholog was searched for sequences corresponding to the CRE-binding site consensus motif (Abrams
and Andrew, 2005). The identified sequences and their locations with respect to the open reading frame
(ORF) of each Ae. aegypti gene are indicated.




