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Genotypel/alleles Genotype/alleles Emperical Number of
in cases in controls p-value Permutations Functional Class

1s4253211 10 TREND 32/166 38/346 4.726 1 0.02071  0.02822 1062 ERCC6 coding-nonsynon
151132776 3 REC 26/74 27/167 6.519 1 0.01067  0.02915 1028 ABCC5 coding-synon
156028 1 TREND 741124 102/270 5.733 1 0.01665  0.02997 1000 F5 coding-synon
152028373 12 TREND 55/143 145/235 5.979 1 0.01448 0.03 999 AICDA coding-synon
152227314 3 TREND 101/97 152/230 7.661 1 0.005643  0.03006 997 IL12A intron
153828942 7 REC 11/89 45/147 6.562 1 0.01042  0.0304 986 LEP intron
1506504 1 TREND 13/183 11/373 4.854 1 0.02758  0.03055 981 CHEK1 coding-nonsynon
15527221 19 TREND 12/184 48/332 5.686 1 00171 0.03119 961 DMPK coding-nonsynon
1s7778377 7 TREND 30/170 89/297 5.408 1 0.02005  0.03125 959 STARD3NL intron
rs3821107 2 TREND 34/164 98/274 5.692 1 0.01704  0.03128 958 XRCC5 intron, TagSNP:XRCC5(KU80)
159808232 2 REC 30/68 34/159 6.398 1 0.01142  0.03145 953 ROCK2 coding-nonsynon
15722921 9 TREND 111/87 177/211 5.702 1 0.01695  0.03191 939 ALDH1A1 intron, TagSNP:ALDH1A1
152242578 12 REC 8/86 37/145 6.345 1 0.01177  0.03219 931 GLI1 locus
rs3731258 7 TREND 0/184 12/368 5.169 1 0.02209  0.03236 926 CDK6 locus
152302524 19 TREND 441144 59/309 4.431 1 0.03528  0.03243 924 PLAUR coding-nonsynon
15299295 5 DOM 49/51 66/126 5.891 1 001522 0.03521 851 HMMR coding-nonsynon
1s3774968 4 TREND 71/129 175/207 5.562 1 0.01835  0.03542 846 NFKB1 intron
151801249 13 REC 25/69 26/157 6.344 1 001178  0.03571 839 ATP7B coding-nonsynon
154681 4 TREND 231177 70/316 4.276 1 0.03866  0.03593 834 FGB coding-synon
1747657 1 DOM 41/59 107/87 5.288 1 0.02147  0.03597 833 PARP1 intron
15491061 19 TREND 0/194 8/362 4317 1 0.03773  0.03742 774 CD244 intron
151390358 8 DOM 77122 123/71 6.252 1 00124  0.03774 794 NAT2 intron, TagSNP:NAT2
1510018287 4 GENO 11/23/66 13/76/105 8.221 2 00164  0.03786 765 MGC48628 intron
151805414 1 DOM 42/58 109/85 5.315 1 0.02114  0.03836 755 PARPL coding-synon
151913474 6 DOM 51/44 75/113 4.859 1 0.0275  0.03903 742 ESR1 intron
1517572019 5 TREND 11/169 45/307 4.847 1 0.0277  0.03919 739 PPARGCI1B coding-nonsynon
152302387 7 TREND 17/183 55/329 4.053 1 0.04409  0.03919 739 ABCB4 coding-synon
rs1866389 5 DOM 46/54 61/128 5.283 1 0.02153  0.03924 738 THBS4 coding-nonsynon
1s521102 1 GENO 19/58/23 53/79/62 7.924 2 0.01902  0.03956 732 CHEK1 intron
1511862958 16 TREND 86/114 129/259 4.928 1 0.02643  0.03978 728 TNFRSF17 locus, TagSNP:TNFRSF17(BCMA)
154633 22 TREND 83/117 201/185 6.221 1 0.01263  0.04085 709 CcoMT coding-synon
1903247 12 GENO 14/28/58 21/86/84 7.994 2 0.01837  0.0409 708 CHST11 3'UTR
154151060 10 TREND 20/180 19/367 5 1 0.02535  0.04125 702 BTRC coding-nonsynon
rs753381 20 REC 25/72 28/157 4.719 1 0.02084  0.04191 691 PLCG1 coding-nonsynon
1s3803036 12 TREND 36/164 98/288 4.184 1 0.0408  0.04348 666 PTPRR coding-nonsynon
16095558 20 DOM 34/63 91/96 4.802 1 0.02842  0.04354 665 PTGIS coding-synon
16056 4 TREND 23175 70/318 3.99 1 0.04577  0.04354 665 FGB coding-synon
15732774 13 REC 26/71 28/161 6.016 1 001418  0.04414 656 ATP7B coding-nonsynon
15230521 4 TREND 92/108 140/246 4.929 1 0.02641  0.04427 654 NFKB1 intron
15216902 12 TREND 61/137 152/224 4.957 1 0.02599  0.04618 627 VWF coding-synon
155882 16 TREND 48/144 125/245 4.961 1 0.02593  0.04633 625 CETP coding-nonsynon
152582790 1 GENO 6/53/41 19/69/105 8.223 2 0.01638  0.04647 623 HMGCS2 Promoter
158679 1 REC 11/89 8/186 5.161 1 0.02309  0.04655 622 PARP1 untranslated
151341160 10 TREND 15/185 52/334 4.463 1 0.03463  0.04662 621 CYP2C9 intron, TagSNP:CYP2C9_8_cluster
1513332630 16 TREND 20/178 21/357 4.161 1 0.04136  0.0467 620 TNFRSF17 locus, TagSNP:TNFRSF17(BCMA)
152140516 7 REC 16/83 14/178 5.558 1 00184  0.04762 608 SLC13A1 coding-nonsynon
1993568 1 DOM 61/36 146/45 5.846 1 001562  0.04785 605 DPYD intron, TagSNP:DPYD
151044141 7 TREND 59/139 87/297 4.008 1 0.04528  0.04825 600 STK17A coding-nonsynon
151514347 6 DOM 49/49 70/123 5.07 1 0.02435  0.04841 598 ESR1 intron
1s7732671 5 TREND 15/185 54/334 4.645 1 0.03115  0.04858 596 PPARGCI1B coding-nonsynon
15488133 6 DOM 64/35 97/95 5.273 1 0.02166  0.04983 581 ESR1 Promoter



