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CLO450: translation elongation factor EIF3



CLO511: unknown function

NCB4A IL-5-2s1 206L.1
NC64A AR158 Ref CO57R
5 | NC64A NY2A Ref BO70R
NC64A NY-2B 082R.1
NC64A AN69C 040R.1
‘ NCB64A IL-3A 036R.1
NC64A CME6 042R.1
NC64A PBCV1 Ref A041R
| NCB4A CvsAl 118R.1
' NC64A MA-1E 031R.1
NC64A CviKl 040R.1
NC64A NE-JV-4 051R.1
|NCB4A NE-JV-4 198R.1
NC64A ANBIC 192R.1
NCB4A IL-3A 188R.1
NC64A PBCV1 Ref A171R
' NC64A CME6 193R.1
|NCB4A CvsAl 190R.1
| NC64A CviKI 183R.1
NC64A MA-1E 187R.1
NC64A KS1B 121R.1
NC64A NY-2B 254R.1
NC64A AR158 Ref C206R
NCB4A IL-5-251 246R.1
NC64A NY2A Ref B224R
NC64A MA-1D 131R.1
NC64A NYs-1 235R.1
SAG NE-JV-2 418L.1
SAG OR0704.3 385L.1
SAG MOO0605SPH 394L.1
SAG NE-JV-3 385L.1
SAG ATCV1 Ref Z330L
SAG Can0610SP 390L.1
SAG WI0606 411L.1
| SAG Bro604L 380L.1
SAG TN603.4.2 379L.1
SAG GM0701.1 388L.1
SAG MNO0810.1 414L.1
'SAG MN0810.1 415L.1
Pbi MT325 Ref M803L
Pbi NW665.2 943L.1
Pbi AP110A 958L.1
Pbi CVM-1 941L.1
Pbi CVR-1 965L.1
Pbi CVA-1 959L.1
Pbi CVB-1 905L.1
Pbi FR483 Ref N795L
" Pbi NE-JV-1 943R.1
Pbi CVG-1 909L.1
Pbi Can18-4 9591 .1
| Pbi OR0704.2.2 910L.1
Pbi Fr5L 913L.1

|

M

41 |

——

100

99

81

Pbi CZ-2919L.1
|NC64A KS1B 197L.1
100 | NC64A KS1B 198L.1
Chlorella variabilis 307104309

N

85

Chlorella variabilis 307109825
Chlorella variabilis 307108700

—
t—————— Chlorella variabilis 307108283

Chlorella variabilis 307109995

———— Chlorella variabilis 307109925
Chlorella variabilis 307106123
— Chlorella variabilis 307108594

52 Chlorella variabilis 307108595
33 —— Chlorella variabilis 307109927
[ ———— cnlorella variabilis 307109675
95 Chlorella variabilis 307107112

95 — Chlorella variabilis 307110506
Chlorella variabilis 307107040

39J 94 — Ostreococcus lucimarinus 145346415
\—‘: Ostreococcus tauri 308803725
99
9

27 ‘ 920

81

Micromonas sp. RCC299 255078562
Coccomyxa sp. C-169 384254369
8 Oryza sativa 115445171
L — Hordeum vulgare 326515444
Physcomitrella patens 168047752
65 Medicago truncatula 357494337
100 [ Lotusjaponicus 388503550
r Glycine max 356553585
28 - Glycine max 356501481
Populus trichocarpa 224067960
\;R\cmus communis 255558716
Vitis vinifera 296086320
| Arabidopsis thaliana 15231138
96 Arabidopsis lyrata 297817194
5 — Zea mays 219362425
Sorghum bicolor 242058681
Hordeum vulgare 326515374
100 L— Brachypodium distachyon 357130965
88 Oryza sativa 125527698
Selaginella moellendorffii 302807975

T
0.2

Figure S4: continued



CLO288: chitin deacetylase
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CN0022: unknown function
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CL0887: chitinase
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CLO531: unknown function
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