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Table S1. Quantitative evaluation [average cell number ± SEM] of EGFP+ and Tom+ and 
EGFP+/Tom+ double-labeled cells in the SVZ and the OB of postnatal injected wt and γ-
pcdhlox/lox mice.  
 
Age 
[dpi] 

wt 
(SVZ) 

wt 
(SVZ) 

wt 
(SVZ) 

wt 
(OB) 

γ-pcdhlox/lox 

(SVZ) 
γ-pcdhlox/lox 

(SVZ) 
γ-pcdhlox/lox 

(SVZ) 
γ-pcdhlox/lox 

(OB) 
 Tom+ 

 
EGFP+ 

 
EGFP+

/Tom+ 
EGFP+ 

/Tom  
Tom+ 

 
EGFP+ 

 
EGFP+ 

/Tom+ 
EGFP+ 

/Tom  
4 61.0 ± 

10.9 
66.3 ± 
7.3 

2.9 ± 
1.3 

0 26.4 ± 12.8 33.9 ± 10.2 2.1 ± 1.4 0.6 ± 0.4 

6 125.3 
± 45.9 

97.3 ± 
33.5 

11.0 ± 
5.7 

1.1 ± 
0.7 

180.8 ± 
39.3 

201.4 ± 
37.1 

19.9 ± 8.5 2.4 ± 1.3 

10 115.6 
± 18.0 

149.8 
± 25.1 

5.6 ± 
2.3 

1.7 ± 
0.4 

120.0 ± 
26.8 

134.0 ± 
43.3 

5.6 ± 18.13 0.4 ± 0.7 

14 87.0 ± 
20.9 

98.5 ± 
19.9 

14.9 ± 
2.9 

- 54.0 ± 47.7 164.3 ± 
28.3 

8.13 ± 2.8 3.6 ± 1.2 

31 
(21)* 

73.8 ± 
8.5 

94.0 ± 
7.3 

10.5 ± 
1.5 

- 36.8 ± 4.7 129.4 ± 
23.8 

- - 

42 - -  - 52.4 ± 32.2 139.4 ± 
38.9 

- - 

* 31 dpi for wt injected mice, 21 dpi for γ-pcdhlox/lox injected mice. 
 



Table S2. Quantitative evaluation [%] for EGFP+/BrdU+ and Tom+/BrdU+ cells in the 
SVZ of postnatal injected γ-pcdhlox/lox and wt mice. 
 
Age 
[dpi] 

wt  

Tom+/BrdU+  
wt  

EGFP+/BrdU+  
 

γ-pcdhlox/lox 
Tom+/BrdU+  

γ-pcdhlox/lox 
EGFP+/BrdU+  

 

4 22.5 ± 0.8 28.5 ± 7.2 ns 2.4 ± 1.9  2.4 ± 3.4 ns 
6 15.6 ± 5.8 14.0 ± 5.3 ns  25.5 ± 4.6 25.8 ± 4.1 ns 
10 21.4 ± 4.6 22.2 ± 4.6 ns  20.2 ± 4.0 20.7 ± 4.6 ns 

 
  



Table S3. Quantitative evaluation [%] of apical dendritic length, dendrite branching and 
spine counts of Tom+ and EGFP+ cells in in olfactory GCs in wt and γ-pcdhlox/lox injected 
mice.  
 
Age [dpi] Apical dendritic length Dendritic branching Spine count 
wt Tom+ EGFP+  Tom+ EGFP+  Tom+ EGFP+  
10 143.2 

± 20.6 
155.5 
± 11.3 

p= 
0.62 

- - - - - - 

14 164.8 
± 22.7 

187.3 
± 14.8 

p= 
0.39 

- - - - - - 

γ-pcdhlox/lox Tom+ EGFP+  Tom+ EGFP+  Tom+ EGFP+  
14 242.8 

± 32.1 
176.9 
± 18.0 

p= 
0.08 

1.5 ± 
0.2 

0.8 ± 
0.1 

p< 
0.05 

73.3 ± 
9.4 

13.2 ± 
3.0 

p< 
0.0001 

21 227.6 
± 33.5 

218.2 
± 35.8 

p= 
0.08 

1.3 ± 
0.1 

1.0 ± 
0.1 

ns 44.9 ± 
6.6 

5.5 ± 
2.3 

p< 
0.05 

42 204.2 
± 11.8 

78.7 ± 
19.3 

p< 
0.0001 

2.1 ± 
0.2 

0.7 ± 
0.1 

p< 
0.0001 

- - - 
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