25

20

15

10

—log4o(p—value)

rs1260326
v

<-SLC5A6 DNAJC5G—= <-GTF3C2 NRBP1— <-FNDC4 C2orf16—>  GPN1—
o] - - - . - HH--H
C2o0rf28— TRIM54— <EIF2B4 KRTCAP3—  GCKR— ZNF512—> SLC4A1AP—
H —a - H HHE—H i H—HHHH
CAD— <UCN SNX17— < |FT172 <CCcDC121
HiEE-— 1 HE HHHHH-HH | ]
<-SLC30A3 <MPV17  <-ZNF513 <-SUPT7L
- H— o -
[ [ I I I
27.3 27.4 27.5 27.6 27.7 27.8

Position on chr2 (Mb)

100

(0]
w2

60

40

N
o

Figure S2A. Association at TG locus GCKR in Europeans. Index SNP rs1260326 (P446L) is the variant showing the strongest
evidence of association in trans-ethnic meta-analysis.
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Figure S2B. Association at TG locus GCKR in East Asians. Index SNP rs1260326 (P446L) is the variant showing the strongest

evidence of association in trans-ethnic meta-analysis.
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Figure S2C. Association at TG locus GCKR in African Americans. Index SNP rs1260326 (P446L) is the variant showing the
strongest evidence of association in trans-ethnic meta-analysis.
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Figure S2D. Association at TG locus GCKR in trans-ethnic meta-analysis.

27.8

100

(o]
o

60

40

N
o

(QIN/ND) 1.l UolBUIqUIODSY





