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Figure S4A. Association at HDL-C locus LCAT in Europeans. Index SNP rs3785100 (SLC12A4-E4G) is the variant showing the
strongest evidence of association in trans-ethnic meta-analysis.
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Figure S4B. Association at HDL-C locus LCAT in East Asians. Index SNP rs3785100 (SLC12A4-E4G) is the variant showing the
strongest evidence of association in trans-ethnic meta-analysis.
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Figure S4C. Association at HDL-C locus LCAT in African Americans. Index SNP rs3785100 (SLC12A4-E4G) is the variant
showing the strongest evidence of association in trans-ethnic meta-analysis.
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Figure S4D. Association at HDL-C locus LCAT in trans-ethnic meta-analysis.
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