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CYP2D6 Allele

*1 8.0 (16)

*1E 1 0.5 (1)

*1 variant 1 1 1 4.5 (9)

*1 variant 2 1 7.5 (15)

*1 variant 3 1 1 2.5 (5)

*1 variant 4 1 0.5 (1)

*1 variant 5 1 1 1.0 (2)

*1 variant 6 1 1.5 (3)

*1 variant 7 1 1.0 (2)

*1 variant 8 1 0.5 (1)

*1 variant 9 1 1 1.0 (2)

*2A 1 1 1 1 1 1 1 1 1 1 6.0 (12)

*2 variant 2 1 1 1 1 1 1 1 1 1 1 1 1 1.5 (3)

*2 variant 3 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*2 variant 4 1 1 1 1 1 1 1 1 1 1 1 1 2.5 (5)

*2 variant 5 1 1 1 1 1 1 1 1 1 1 1 1.5 (3)

*2 variant 6 1 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*2 variant 7 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*2 variant 8 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*4 1 1 1 1 1 1 1 1 1 1 1 1 1 3.0 (6)

*4 variant 1 Xn 1 1 1 1 1 1 1 1 1 1 1.5 (3)

*4 Variant 2 Xn † 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*4P 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*5 (gene deletion) 8.5 (17)

*10B 1 1 1 1 1 1 1 1 1 5.0 (10)

*17 1 1 1 1 1 1 1 1 1 1 5.0 (10)

*17 variant 1 1 1 1 1 1 1 1 1 1 1 1 4.5 (9)

*17 variant 2 1 1 1 1 1 1 1 1 1 1 1 8.5 (17)

*17 variant 3 1 1 1 1 1 1 1 1 1 1 1 1.0 (2)

*22 1 0.5 (1)

*29 1 1 1 1 1 1 1 1 1 1 1 1 1 3.5 (7)

*33 1 0.5 (1)

*35 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*40 1 1 1 1 1 1 1 1 1 1 1 2.5 (5)

*41 1 1 1 1 1 1 1 1 1 1 1 3.5 (7)

*43 1 1.0 (2)

*43 variant 1 1 1 0.5 (1)

*45B 1 1 1 1 1 1 1 1 1 1 1 1 1 4.0 (8)

*46 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*56B 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*59 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*84 1 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*85 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0.5 (1)

*86 1 1 0.5 (1)
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