
 A  
10 20 30 40 50 60

mAKSGGCGAG AGVGGGNGAL TWVNNAAKKE E S E T A N K N D S S K K L S V E R V Y Q K K T Q L E H I L
70 80 90 100 110 120

L R P D T Y I G S V E P L T Q F m W V Y DEDVGmNCRE V T F V P G L Y K I F D E I L V N A A D  NKQRDKNmTC
130 140 150 160 170 180

I K V S I D P E S N I I S I W N N G K G  I P V V E H K V E K V Y V P A L I F G Q L L T S S N Y D D D  EKKVTGGRNG
190 200 210 220 230 240

Y G A K L C N I F S T K F T V E T A C K E Y K H S F K Q T W m n n m m K T S E A K I K H F D G E D Y T C I T F Q P D L S
250 260 270 280 290 300

KFKmE KL D KD I V A L m T R R A Y D L A G S C R G V K V m F NG KKL PV N G F R S Y V D L Y V K D K L D E T G V
310 320 330 340 350 360

 A L K V I H E L A N E R W D V C L T L S E K G F Q Q I S F V  N S I A T T K G G R HVDYVVDQVV  G K L I E V V K K K
370 380 390 400 410 420

N K A G V S V K P F Q V K N H I W V F I N C L I E N P T F D  S Q T K E N m T L Q P K S F G S K C Q L S E K F F K A A S N
430 440 450 460 470 480

C G I V E S I L N W  VKFKAQTQLN  K K C S S V K Y S K I K G I P K L D D A N D A G G K H S L E C T L I L T E G D S
490 500 510 520 530 540

A K S L A V S G L G V I G R D R Y G V F P L R G K I L N V R  E A S H K Q I m E N A E I N N I I K I V GLQYKKSYDD
550 560 570 580 590 600

A E S L K T L R Y G K I m i m T D Q D Q D G S H I K G L L I N F I H H N W P S L L K H G F L E E F I T P I V K A S K N K
610 620 630 640 650 660

Q E L S F Y S I P E F D E W K K H I E N QKAWKIKYYK G L G T S T A K E A K E Y F A D m E R H R I L F R Y A G P E
670 680 690 700 710 720

D D A A I T L A F S  KKKIDDRKEW L T N F m E D R R Q R R L H G L P E Q F L Y G T A T K H L T Y N D F I N K E L I
730 740 750 760 770 780

L F S N S D N E R S I P S L V D G F K P  G Q R K V L F T C F KRNDKREVKV AQL AGSVAE m S A Y H H G E Q A L
790 800 810 820 830 840

m m T I V N L A Q N F V G S N N I N L L Q P I G Q F G T R L H G G K D A A S P R Y I F T m L S T L A R L L F P A V D D N
850 860 870 880 890 900

L L K F L Y D D N Q R V E P E W Y I P I I P m V L I N G A E G I G T G W A C K L P N Y D A R E I V N NVRRmLDGLD
910 920 930 940 950 960

P H P m L P N Y K N F K G T I Q E L G Q N Q Y A V S G E I F V V D R N T V E I T  E L PV R T WT Q V Y K E Q V L E P m L
970 980 990 1000 1010 1020

N G T D K T P A L I S D Y K E Y H T D T T V K F V V K m T E E K L A Q A E A A G L H K V F K L Q T T L T C N S m V L F D
1030 1040 1050 1060 1070 1080

Hm GCL KKYET V Q D I L K E F F D L R L S Y Y G L R K EWLVGmLGAE S T K L N N Q A R F I L E K I Q G K I T
1090 1100 1110 1120 1130 1140

I E N R S K K D L I Q m L V Q R G Y E S DPVKAWKEAQ E K A A E E D E T Q N Q H D D S S S D S G T P S G P D F N Y
1150 1160 1170 1180 1190 1200

I L N m S L W S L T K E K V E E L I K Q RDAKGREVND L K R K S P S D L W K E D L A A F V E E L D K V E S Q E R E
1210 1220 1230 1240 1250 1260

DVLAGmSGKA I K G K V G K P K V K K L Q L E E T m P S P Y G R R I I P E  I T A m K A D A S K  KLLKKKKGDL
1270 1280 1290 1300 1310 1320

D T A A V K V E F D E E F S G A P V E G A G E E A L T P S V  P I N K G P K P K R E K K E P G T R V R K T P T S S G K P S
1330 1340 1350 1360 1370 1380

 AKKVKKRNPW S D D E S K S E S D L E E T E P V V I P  R D S L L R R A A A E R P K Y T F D F S E E E D D D A D D D
1390 1400 1410 1420 1430 1440

D D D N N D L E E L K V K A S P I T N D G E D E F V P S D G L D K D E Y T F S P G K S K A T P E K S L H D K K S Q D F G
1450 1460 1470 1480 1490 1500

N L F S F P S Y S Q  K S E D D S A K F D S N E E D S A S V F  S P S F G L K Q T D K V P S K T V A A K K G K P S S D T V P

1510 1520 1530 1540 1550 1560
 KPKR APKQKK V V E A V N S D S D S E F G I P K K T T T PKG KG R G AK K R K A S G S E N E  G D Y N P G R K T S

1570 1580 1590 1600 1610 1620
K T T S K K P K K T S F D Q D S D V D I F P S D F P T E P P S L P R T G R A R K E V K Y F A E S D E E E D D V D F A m f

n      



B 
Expected CNBr Peptides 

 
Amino Acid # MW Amino Acid Sequence 

2-77 8590.4 AKSGGCGAGAGVGGGNGALTWVNNAAKKEE S E T A N K N D SS K K L S V E R V YQ K K
T Q L E H I LL R P D T Y I G S VE P L T Q F M  

78-86 1065.5 WVYDEDVGM 
87-118 3692.9 NCREV T F V P G L Y K IF D E I L V N A A D NKQRDKNM 
119-211 10407.3 TCI K V S I D P E S NI I S I W N N G K GI P V V E H K V E KV Y V P A L I F G QLLTSSNYDDD

EKKVTGGRNGY G A K L C N I F STKFTVETACKE Y K H S F K Q T WM  
216-244 3359.7 K T S E AK I K H F D G E D YT C I T F Q P D L SKFKM 
245-255 1226.7 EKLDKDI V A L M  
256-272 1835.0 TRRAYD L A G S C R G V KVM  
273-397 14127.5 FN GK KL PVN G F R S Y V D L YV K D K L D E T G VA L K V I H E L A NE R W D V C L T L SE K

G F Q Q I S F VN S I A T T K G G RHVDYVVDQVVG K L I E V V K K KN K A G V S V K P FQ V
K N H I W V F IN C L I E N P T F DS Q T K E N M  

398-518 13118.0 T L QP K S F G S K C Q LS E K F F K A A S NC G I V E S I L N WVKFKAQT QLNK K C S S V K
Y S KIKGIPKLDDAN D A G G K H S L EC T L I L T E G D SA K S L A V S G L GV I G R D R Y G V
FP L R G K I L N V R E A S H K Q I M  

519-553 4010.2 E NA E I N N I I K I VGLQYKKSYDDAESLKTLRYGK I M  
556-647 10774.5 T D Q D QD G S H I K G L L IN F I H H N W P S LL K H G F L E E F IT P I V K A S K N KQ E L S

F Y S I P EFDEWKKHIENQKAWKIKYYKG L G T S T A K E AK E Y F A D M  
648-685 4533.4 E R HR I L F R Y A G P ED D A A I T L A F S KKKIDDRKEWL T N F M  
686-770 9817.1 E D R R QR R L H G L P E Q FL Y G T A T K H L TY N D F I N K E L IL F S N S D N E R SI P S L V

D G F K PG Q R K V L F T C FKRNDKREVKVAQL AGSVAEM 
771-781 1195.6 SAYHHGEQALM 
783-825 4625.4 TIVNLAQNF V G S N N I N L LQ P I G Q F G T R LHGGKDAASPRY I F T M  
826-863 4470.4 L S T L AR L L F P A V D D NL L K F L Y D D N QRVEPEWYIPII P M  
864-895 3481.8 VLINGAEG I G T G W A C K LP N Y D A R E I V NNVRRM 
896-904 946.5 LDGLDP H P M  
905-959 6364.3 L P N Y K NF K G T I Q E L G QN Q Y A V S G E I FV V D R N T V E I TE L PVR T WT QVY K E Q

V L E P M  
960-988 3266.7 LNGTDKTPALIS D Y K E Y H T D T T V K F V V K M  

989-1016 3014.6 TEE K L A Q A E A A GL H K V F K L Q T TL T C N S M  
1017-1022 713.4 VLFDHM 
1023-1056 4093.2 GCLKKYETV Q D I L K E F F DL R L S Y Y G L R KEWLVGM 
1057-1092 4080.3 LGAES T K L N N Q A R FI L E K I Q G K I TIENRSKKDLIQ M  
1093-1144 5765.6 L V Q R G Y E SDPVKAWKEAQE K A A E E D E T QNQHDDSSSDSG T P S G P D F N YI L N M  
1145-1206 7165.7 SLWSLTKEKVEELIKQRDAKGREVNDL K R K S P S D L WK E D L A A F V E EL D K V E S Q

E R EDVLAGM 
1207-1229 2449.5 SGKAI K G K V G K P K VK K L Q L E E T M  
1230-1244 1652.9 PSPYGRRIIPE I T A M  
1245-1619 41192.6 KADASKKLLKKKKGDLDTAAVKVEFDE E F S G A P V E GA G E E A L T P S VP I N K G P K

P K RE K K E P G T R V RK T P T S S G K P SAKKVKKRNPWS D D E S K S E S DL E E T E P V
V I PRDSLLRRAAAE R P K Y T F D F SE E E D D D A D D DD D D N N D L E E LK V K A S P I T N
DG E D E F V P S D GL D K D E Y T F S PG K S K A T P E K SL H D K K S Q D F GN L F S F P S Y S
QK S E D D S A K F DS N E E D S A S V FS P S F G L K Q T DK V P S K T V A A KK G K P S S D T V
PKPKR APKQKKV V E A V N S D S DS E F G I P K K T TT PK GK GR G A KK R K A S G S E N
EG D Y N P G R K T SK T T S K K P K K TS F D Q D S D V D IF P S D F P T E P PS L P R T G R A R
KE V K Y F A E S D EE E D D V D F A M  

 
Supplemental Figure 1. (A) Amino acid sequence of topo IIβ.  The position of methionine residues 
(cleavage with CNBr) is marked in red and lower case letters.  The highlighted peptides correspond to 
those that were detected by LC-MS/MS analysis following tryptic digests of the CNBr peptides separated 
on a polyacrylamide gel. (B) Size and sequence of peptides that would be expected to be generated 
following cleavage with CNBr.  


