e m

La ndes BiOSCienCE www.landesbioscience.com

Supplemental Material to:

Dujduan Waraho-Zhmayev, Lizeta Gkogka, Ta-Yi Yu and
Matthew P. Delisa

A microbial sensor for discovering structural probes of
protein misfolding and aggregation

Prion 2013; 7(2)
http://dx.doi.org/10.4161/pri.23328

http://www.landesbioscience.com/journals/prion/article/23328/



10 20 30 40 50 60 70 80 90 100

B e e e I I R T I T I |

wt NAC32 SSQVQLQOQSGPGLVKPSQTLSLTCAISGDSVSSNSAAWNWIRQSPSRCLEWLGRTFYRSKWYNDYAASVKSRITIDPDTSKNQFSLOLNSVTPEDTAVYY
NAC32.RT « v o o o o ot e e et e e eeeeenn 1 2
NAC32.R2 < ¢« e v e et e et eemeeeeaean 5

e 1 e I B L I e e T
wt NAC32 CTROQNLAGPFDSWGQGTLVTVSSGILGSGGGGSGGGGSGGGGSEIVMTQSPGTLSLSPGERATLSCRASQSVSSNYLAWYQOKAGQAPRLLISGASSRAT
NAC32. RT o o e e i e e e i e e i e e e e e et e e e e e e e D

NAC32.R2 . .« ot e it i eee e e a e 1 2 5 L............. S
210 220 230 240 250
e e e e T I
wt NAC32 GIPDREFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSTAFGPGTKVDIKS
NAC32.R1 - + = « « - T et ettt ettt ettt e ettt e
NAC32.R2 - = « = « = e

Supplemental Figure S1. Waraho-Zhmayev et al.



Supplemental Figure S1. Amino acid sequences of anti-a-syn intrabodies. Sequences
for the NAC32.R1 and NAC32.R2 clones isolated from rounds 1 and 2, respectively, are
aligned with the sequence for wt NAC32. The wt NAC32 sequence was the parent scFv
used for the random mutagenesis library and was described previously (Lynch et al.,

2008).
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