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Supplemental Figure 1: 
 
One μM of [Arg8] Vasopressin (AVP, CYFQNCPRGa, m/z 1084.45) was deposited 

across the NIMS surface using “Z-touch” method prior to thaw mounting a 2 μm section 

of brain tissue onto the NIMS chip.  Mass spectrometry imaging resulted in the AVP ion 

being observed only in areas where tissue was not present on the NIMS chip. 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Supplemental Figure 2:  

Mass spectrum of three neuropeptides using optimized MS settings. One μM of [Arg8] 

Vasopressin (AVP, CYFQNCPRGa, m/z 1084.45), substance-P (RPKPQQFFGLMa, 

m/z 1347.73), and neurotensin (pQLYENKPRRPYIL, m/z 1672.94) were applied to the 

NIMS surface for 1 min using the “Z-touch” method (0.5 μL).   

 
 

 


