






 S1

Table 1. Oligonucleotides used for Real-Time PCR of P2Y2R 

Oligonucleotide Sequence (5’ → 3’) 

P2Y2R Upstream a CGGTGGACTTAGCTCTGAGG 

P2Y2R Downstream a GCCTCCAGATGGGTCTATGA 

P2Y2R Upstream b ATGTCGCTTCAACGAGGACT 

P2Y2R Downstream b TGCCAGGTGAAACATGTAGG 

COX-2 Upstream a TGAAACCCACTCCAAACAC 

COX-2 Downstream a AACTGATGCGTGAAGTGCTG 

TBP Upstream a TGAGGATAAGAGAGCCACGAA 

TBP Downstream a GAGCACAAGGCCTTCTAACCT 

TBP Upstream b TATAATCCCAAGCGGTTTGC 

TBP Downstream b CCCACCATGTTCTGGATCTT 

Oligonucleotide primers targeting: a Homo sapiens; b Rattus norvegicus 

 

Table 2.  P2Y2R primers for RLM-RACE assays 

Oligonucleotide Sequence (5’ → 3’) 

hY2R1 (296 bp to 315 bp)c GAGCATCCTGACCTGGAGAG 

hY2R3 (371 bp to 390 bp)c ATGGCACCTGGGATGGGGAT 

hY2R4 (675 bp to 694 bp)c CACCAACCTTTACTGCAGCA 

c given position relative to GenBank NM_002564.2 



 S2

Table 3.  P2Y2R promoter cloning 

Oligonucleotide Sequence (5’ → 3’) 

P2Y2/NheI (upstream) GCTAGCCAGGAATGCAGTTTCCTCAGCTG

P2Y2/BglII (downstream) AGATCTCGCCTTGTTCCCTCCAGA 

Underlined are the annealing sequences 

 

Table 4.  Oligonucleotides used for the construction of P2Y2R promoter deletion mutants 

Oligonucleotide Sequence (5’ → 3’) 

P2Y2Δ-400bp (-359bp to -339bp) AAGCTGGCTAGCGGCTGACCTGGCAAAACTTT 

P2Y2Δ-800bp (-794bp to -774bp) AAGCTGGCTAGCAGCAGGAAGAAGGCAGACCT

P2Y2Δ-1200bp (-1172bp tp -1152bp) AAGCTGGCTAGCCACTATGGGCTGTGTGTCCA 

Underlined are the annealing sequences 

 

Table 5.  Oligonucleotides used for the deletions of the putative NFκB-p65 binding motif 

Oligonucleotide Sequence (5’ → 3’) 

P2Y2ΔNBM1 (-290 to -260) d GTGAGGGAGGAATTCCCTAGGCTTCTGGCC 

P2Y2ΔNBM2 (-192 to -162) d CTTGTCGCTGTTAATTAAGAATTCGCGGGT 

P2Y2ΔNBM3 (-145 to -115) d GGGCGGGTTGAATTCACGCGTAGGGTCAGT

d Sense strands only are shown  
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Table 6.  ChIP assays 

Oligonucleotide Sequence (5’ → 3’) 

P2Y2C Upstream (-221bp to -201bp) 

P2Y2C Downstream (-123bp to -104bp) 

ACCGGTACAGACACGCTGAC 

GGCGGACTTTTGACTGACC 

 

Table 7. List of oligonucleotides used for EMSAa 

Oligonucleotide Sequence (5’→ 3’) e 

NBM1 (-282 bp to -268 bp) CCGGGAGGCCTCCTT 

NBM2 (-184 bp to -169 bp) GGGCGGCGTCCCGGA 

NBM3 (-138 bp to -124 bp) GAGGGCGGTGCCAGG 

e Sense strands only are shown.  Mutated nucleotides are underlined. 

 


