Results from MASCOT search

1. Beta-actin-like protein 2

Report Type Protain-Paptide Summary by Spot Analysis Type Combined (MS+MSMS)
Sampla Set Mama  2011-05-04 [001300010097-2011-03-18-1]  Database SwissProt
Analysis Name Khalil-Madicinal Chamistry[Mus Swissprot]  Creation Dalke 05/04/2011 13:12:29
Reparied By 05/042011 17:22:24 - admin Last Modified 05/04/2011 13:18:54
MS Acq.: Proc. Mathods (Unspacified) : (Unspacified)
Interpratation Method (Unspadifiad)
Gel ldx/Pos F2EMN3 Instr./Gel Origin Ak1152011-03-181 Process Status  Analysis Succeeded
Plate [#] Name [1] 001300010087 Instrument Sample Name Spectra 8
Rank Protein Name Accession No. Protein Protein Totallon Total lon Protein MW Protein Spot Name Pep. Username Department
Score  Score Score  C.L% L Count
C.l.%
1 Rechame: Full=Beta-actinike protein 2; AkName: gi| 81895988 sp |08 224 100 194 100 423191 5.3 AKA1 & Khall Medicinal
Full=Kappa-actin BFZ31JACTEL_M Chemistry
OUSE
Cale. Mass Obsrv. Mass *da *ppm Start End Sequence lon  C.1.% Modification Rank Result Type
Seq. Seq. Score
9235672 9235939 00267 23 31 37 IKPPERK Mascot
10366514 10356608 00084 9 33 338 IKIAPPER Maseat
12326589 12326783 Q0214 17 Ed 40 AVFPSMVGRPR Cuidafian (M}15] Mascot
15324368 1688WS 01008 a1 178 192 LDLAGRDLTDYLMK Quidatian 13 Mascot
1790892 17808762 aoaL2 a7 240 255 SYELPDGOVITIGNER 131 100 Mascot
17s0Am 1708782 Qo842 47 240 255 SYELPDGQVITIGNER Macot
19540645 19541538 0083 46 S7 114 VAPDEHPILLTEAPLNPK 61 99899 Maseat
18540845 1854.1536 aoasn 48 & 114 VAPDEHPILLTEAPLNPK Mascot
2. Cytochrome b-c1 complex subunit 1
Analysis Information
Report Type Protein-Paptide Summary by Spot Analysis Typa Combined (MS+MSMS)
Sampla Sat Mama  2011.05-04 [001300010097-201103-18-1]  Database SwissProt
Analysis Name Khalil-Madicinal Chamistry[Mus Swissprot]  Crealion Dalke 05/04/2011 13:12:29
Raporied By 05/04/2011 17:22:25 - admin Last Modifiad 05/04/2011 13:18:54
MS Acq. : Proc. Methods (Unspecified) : (Unspadified)
Interpratation Method (Unspecified)
Gel ldx/Pos. F2TINS Instr./Gel Origin AK1152011-03-18-1 Process Status  Analysis Succeeded
Plate [#] Name [1] 001300010087 Instrument Sample Name Spectra [
Rank Protein Name Accession No. Protein Protein Totallon Totallon Protein MW Protein Spot Name Pep. Username Department
ore  Score Score C.L% Pl Count
C.L%
1 Rechame: Ful=Cywkchrome b-c1 complex subunit 1, gi| 1454 8301 |spja® 265 100 196 100 534197 575 AL-1 11 Knall Medicinal
mitochondrial; Akhame : Full=Complex Ill subunit 1 CZ131|2CR1_MO Chemistry
Calc. Mass Obsrv. Mass *da *ppm Start End Sequence lon  ©.1 % Modification Rank Result Type
Seq. Seq. Score
21243 2124563 0073 18 473 479 SGMPWLR Cuidafian (M1{3] Mazco
10585081 10585363 o282 27 473 430 SGMFWLRF Cwidaian (M){3] Masoot
11005735 1M00611S 0038 35 424 432 IPLAEVESR Masect
110546 11105802 00378 34 214 222 TOLTDYLHR Maseat
12026198 12026536 00388 32 43 442 IQEVDAQMLR Masect
12186147 12186503 00358 29 433 443 IGEVDAQMLR Cridlafian (M1{8] Maseot
12566748 12987087 00321 26 423 432 RIPLAEWESR 41 sa7ie Masect
12566746 12587087 0032 26 473 432 RIPLAEWESR Maseat
15387479 1538.8057 00578 38 3 382 LCTSATESEVTRGK Carbarnidametid (C1{Z] Masoot
18057577 16057983 Q0408 25 2% 260 WYEEDAVPGLTPCR 71 100 Carbiamidametiyd (C1{13] Maseat
18057577 1605.7983 Q0408 25 258 269 VYEEDAVPGLTPCR Carbarnidamethyd (CI[13] Masoot
18462132 1645ASTT Q0SS a7 112 126 EVESIGAHLNAYSTR Maseat
20539971 054081 o052 25 37 415 NALVSHLDGTTPVCEDIG a4 100 Carbarnidamethd (CI[14] Masoot
0539971 W0S4041 00 23 aw 415 EM\«'SHLDGWP\«'CED'G Carbamidametiy (C1{14] Mot

26023259 WAZIEM 00572 22 12 134 EVESIGAHLNAYSTREHT Mascat
AYLIE



3. ATP synthase subunit alpha

Analysis Information

Report Type Protain-Paptide Summary by Spot Analysis Typa Combinad (MS+MSMS)
Sample Set Name 20110504 [001300010097-201103-18-1]  Database SwissProt
Analysis Name Khalilk-Medicinal Chemistry]Mus Swissprot]  Creation Dale 05/04/2011 13:12:29
Reporied By 05/04/2011 17:22:26 - admin Last Modifiad 05/04/2011 13:18:54
MS Acq.: Proc. Mathods (Unspacifiad) : (Unspeciied)
Intarpratation Method {Unspacified)
Gel ldx/Pos. JZEME Instr./Gel Orig in Ak1152011-03-181 Process Status  Analysis Succeeded
Plate [#] Name [1] 001300010097 Instrument Sample Name Spectra 8

Rank P rmotein Name

2 Rechame: FulFATP syrthase suburit alpha,

mifochondrial; Aags: Precursor

Calc. Mass Obsrv. Mass

100060358
10265942
1120721
12296848
13587981

1374741
14383989
14338264
15537383
15537383
16243904
17309918

1000.8279
10266487
N20.7817
12297459
13s:a4
13748071
14339028
1438833
1553.8164
15538164

1624952

1781.047

*da

0243
00545
00618
aoe21
e
0066
0053
00629
ao7at
ao7a
00716
00554

*ppm  Start
Seq.

24 124
53 195
55 172
51 208
48 183
43 183
a7 am
44 37
50 3B
50 3%
a4 134
at 133

Accession No. Protein Protein Totallon Totallon Protein MW Protein Spot Name
ore  Scomre Score % Pl

gil4188TTERICOR2 130 100 a7 100 508206 9.2 AL2
85.1|ATPA_MOUS
E

End Sequence lon  C.L% Modification
Seq. Score

132 LIKEGDVVK

204 AVDSLVAIGR

182 VELKAPGIFR

218 ELNGDRATGK

194 ISVREPMOTGIK

194 ISVREPMQTGIK Cwidaian (M{7)
416 GIRPAINVGLSVSR

4 QMSLLLRRPPGR Cridaian (U12]
347 EAYPGOVFYLHSR a7 100

347 EAYPGDVFYLHER

143 TGANDVPVGEELLGR

149 RTGANDVPUGEELLGR

4. ATP synthase subunit beta

Pep. Username Department
Court

10 Knall Medicinal
Chemisry

Rank Result Type



Analysis Information

Raport Typa Protsin-Peptide Summary by Spol Analysis Typa Combinad (MS+MSMS)
Sample Set Mame 20110504 [001300010097-2011-03-18-1]  Database SwissProt
Analysis Mame KhalikMeadicinal Chemis y[Mus Swissprot]  Creation Daks 05/04/2011 13:12:29
Raporiad By 05042011 17:22:26 - admin Last Modified 05/04/2011 13:18:54
MS Acq.: Proc. Mathods (Unspacified) : (Unspecified)
Intarpratation Method (Unspadified)
Gel ldx/Pos. JZaME Instr./Gel Orig in AKT152011-03-18-1 Process Status  Analysis Succeeded
Plate [#] Name [1] 001300010087 Instrument Sample Name Spectra [
Rank P rotein Name Accession No. Protein Protein Totallon Totallon Protein MW Protein Spot Name Pep. Username Department
Score  Score Score c.L. Pl Count
C.lL%
1 Rechame: Full=ATP synthase subunit beta, gi|20455479]sp|PS 485 100 w7 100 552655 519 AL-2 15 Khall Medicinal
mitochondrial; Aags: Precursor G480 2JATPE_MO Chemistry
Calc. Mass Obsrv. Mass *da *ppm Start End Sequence lon  C.L% Modification Rank Result Type
Seq. Seq. Score
12626408 12627026 Q06T 43 110 121 TIAMDGTEGLVR Mascot
13857034 1385.7786 Qo682 50 144 155 IMNVIGEPIDER Mascot
401LT4Z 4MTTSI Q0T 51 144 155 IMNVIGEPIDER Cuicdaian (M)2] Mascot
1408681 1408.7507 Q0687 50 22 239 AHGGYSVFAGWGER 127 100 Mascot
1408881 14087507 Q06S7 S0 228 239 AHGGYSVFAGVGER Maszcoe
14357539 14358242 00703 43 311 324 FTOAGSEVSALLGR Maseot
14387833 1433 3833 a1 63 28 234 VALTGLTVAEYFR Mascot
18018104 1601886 Q0TS 47 285 279 VALVYGOMNEPPGAR 55 92892 Mascot
16018104 1601.886 Q0758 47 285 279 VALVYGOMNEPPGAR Mascot
18178053 1817818 Q0765 47 285 279 VALVYGOMNEPRGAR Cuicdatian (M)3] Maszcoe
16508174 16509941 Q0767 48 a5 109 LVLEVAQHLGESTVR 7a 100 Mascot
18508174 18509941  QOTE7 48 % 109 LVLEVAQHLGESTVR Mascot
17808625 1781047 Q085 a7 144 159 IMNVIGEPIDERGPIK Mascot
17969575 17570184 Q0608 34 144 159 IMWVIGEPIDERGPIK Cwidafion (M)[2] Mascot
18428802 18428714 Q0942 43 407 422 IMDPHIVGNEHYDVAR Mascot
18588752 18589777 Q1025 55 407 422 IMDPNIVGNEHY DVAR Cwidafion (M1[2] Mascot
19190858 1919878 o0& 48 125 143 VIDSGAPIKIPVGRETLG 107 100 Maszcoe
5. Trifunctional enzyme subunit beta
Analysis Information
Report Type Protain-Paptide Summary by Spot Analysis Typa Combinad (MS+MSMS)
Sample Set Mame  2011-05-04 [001300010097-2011-03-18-1]  Database SwissPrat
Analysis Name Khalilk-Medicinal Chemistry]Mus Swissprot]  Creation Dale 05/04/2011 13:12:29
Reporiad By 05/042011 17:22:26 - admin Last Modified 05/04/2011 13:18:54
MS Acq.: Proc. Mathods (Unspacified) : (Unspecified)
Interpreatation Method {Unspacified)
Gelldx/Pos  328NS Instr./Gel Origin Ak1152011-03-18-1 Process Status  Analysis Succeeded
Plate [#] Name [1] 001300010057 Instrument Sample Name Spectra -]
Rank Protein Name Accession No. Protein Protein Total lon Totallon Protein MW P rotein Spot Name Pep. Username Department
Score  Score Score L Count
C.L%
2 Rechame: Full=Trifunciional enzyme subunit beta, ai|512318075|spj2a 91 92999 27 84125 516385  9.43 A-L-1 11 Hhall Medicinal
mitochondrial; AkMame : Full=TP-beta; Includes: Re YD1 ECHE_MO Chemistry
Analysis Information
Report Typa Protein-Paptide Summary by Spot Analysis Typa Combined (MS+MSMS)
Sample Sel Mama  2011-05-04 [001300010097-201103-18-1]  Dalabasa SwissProt
Analysis Namea [<halil-Medicinal Chamistry[Mus Swissprot]  Creation Dake 05/04/2011 13:12:29
Reporied By 05/04/2011 17:22:25 - admin Last Modified 05/04/2011 13:18:54
MS Acq. ! Proc. Mathod {Unspacified) : (Unspacifiad)
Intarpratation Mathod {Unspacified)
UsE
Calc. Mass Obsrv. Mass *da tppm Start End Sequence lon €.l % Modification Rank Result Type
Seq. Seq. Score
9055203 9055383 0018 20 23 239 LAAAFAVSR Mazca
9375577 9375787 0021 22 a 91 AALSGLLHR 27 84135 Mascot
8375577 8375787 o021 22 & 81 AALSGLLHR Mascot
9845835 9846083 00251 268 54 62 HIVWVEGWYR Mascot
10556085 10555413 -0.06882 -85 408 417 TEWGSPPLEK Mascot
11545146 11545502 00358 at 240 248 MEQDEYALR Mascat
11705085 1705453 00368 n 240 248 MEQDEYALR Cwidaian (MI{1] Mascot
15457689 15458134 Q0485 28 273 232 DNGIRPSSLEQMAK Mascat
1561.7639 1561.8085 00445 23 27 232 DNGIRPSSLEQMAK Cwidaian (M[12] Mascot
19838701 18838056 00355 21 2% 269 KAQDEGHLSDIVPFK Mazca
16916941 16891.743 00439 23 333 406 AMDSDWFAQNY MGR Mascot
17148799 17148293 00434 29 33 M9 AYLRDFIYVSQDPK Mascat
17778538 1777802 oo4E 27 240 254 MEQDEYALRSHSLAK Mascat
13680786 18679825  -0.0881 -51 a8 82 TLAKPNMENIVVEGWR Mascot



