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-MG--SRLDWGVADVALWAIADQIDYHQVFINEVDNEPAAKAVEVVLTYLKKNIRYGLSV
MVGGAQLLQFLYLTATLLVGAFAQKVNIFVLHDEGNVQAQQGIMAAIKFLENSADGVTVG

QLDSIEANK-SDAKVLLEAICNKYATSIEKKQTPHLILDTTKSGIASETVKSFTQALGLP
RODMMTMKKGDDIEATVNATCDMMDAATIQENEPPHIVLDATNTGMISETVKSEFTKALALP
—————————————————————————— LDVKVDDTTLTLTRSEDGLDMQRFCEILSTVGAS
—————————————————————————— FTLRQEVVKVSIDNEEDGK--QTICSAALNKGAG

TISASYGQQOGDLROQWRDLDEAKQKYLLOVMPPADIIPEATIRSIVIHMNITNAAILYDDSF
TFAASYGQEGDIREWRDLTEEGEKVLVOLMPPGDIIVQAIRDIVRTONITNAGIIYDDTF
AVIDLT--YSHWEEGYNLVRSLGIGYVRLERIMRPFLDMEFGDFMROKRANNVAMVEMNAR
LVVDVT--AGGWTYARETAADODTPYLRVQISNYQWMAATDQLLONRNATDAALIFASEA

VMDHKYKSLLONIQTRHVITAIAKDGKREREEQIEKLRNLDINNFFILGTLQSIRMVLES
VMEHKYKSLLONLPCRHILDMWEAR-EMDLRKOMKRLODADIVNYFAVGSRDTISRILDA
DAVEAMQOOMLVGYPFRTLIMDASQTDPGOHFLERIRSLRPAPTYIALFARAAAMNGIFEK
ELDQALYYLVEGSVVRVIVISGIDAT----LTHTLKKMRPSPSYYVILGATDELNTLESK

VKP-AYFERNFAWHAITONEGEISSQRDNATIMFMKPMAYTQYRDRLGLLRTTYNLNEEP
ATANDLFGRKYAWYAVSKDNEDIQCGCENASVVFLRPOPNADTRGRLNMLORDFQLTATP
VOKADLFOQRPLEWHEFVEFLDTRDRVFKYRROQAELCTRFTLNP-RATCRSMPMPDLYCGSG-
AVRNNLVTRDSRWTLVATDHKSDEFDRDMLTESTGVTLMTPAQEVCCTVRNRNTNCDCDT

QLSSAFYFDLALRSFLTIKEMLQOSGAWPKDMEYLNCDDFQGGNTPORNLDLRDYFTKITE

EIDSAFYFDYTIRGIKAAAKMATEGKY-DNFKYVRCEEFDEQDPP—-———— VRENFDLRSA
FTMORAMLLNVLRSLINAAQVSPGYPLAIYQDCNATASSSEVSDP-——-- LEKDDYNWLD
LMIPRELTVNAMLMLARVLKAND--QONGGGDGGDQPSTTSFYSA-—-——- LRTELNSWON

PTSYGTEFDLVTQSTQPEFNGHSFMKFEMDINVLOIRGGSSVNSKSIGKWISGLNSELIVKD
LKSVSVVDTWAPISWGGNGNTEFLDIPLTMDKFMVLOQGRTAERKALGEWDSGMPGTLMFEFKS
MVHWSNFLAYAPPLPHIQDOFQSPVPGLTFAVNISAGYYSSEHEAKTDLAAWSSVGEMRL

MKWEQDTLOMVP-—-—=-——=————————— QFMFDITA----INSTDTSAVGSWTTADKLRL
EEQMKNLTADTVYRIFTVVQAPFIMR-—-—-—-——-—————— DETAPKGYKGYCIDLINEIAAT
GMSLVDFQAVTVYRITTVQQSPFIYKRT--———————-— NEDGEVEYYGYCIDLINEIKEI

LNETIS-PARRFFRIGTAESIPWSYLRREEGTGELIRDRSGLP-IWEGYCIDFIIRLSQK
NPEYEHSPIRRFFKIGTIMARPWVSPIS--GSSVRKKPTSSNPDDYMGYCVELAARLAEK

VHEDYTIQEVEDGKEFGNMDENGOWNGIVKKLMDKQADIGLGSMSVMAEREIVIDEFTVPYY
VDFEYELFEAPDGKFGTMNDDMEWNGMIKQLIDKQADIALAPLSVMAERENVVDETVPYY
LNFEFEIVAPEVGHMGELNELGEWDGVVGDLVRGETDFATAALKMYSEREEVIDFLPPYY
MKFDFEFKFPSDGQYGARQKNGSWNGLVGDLSNGVTDLIVAPLTMTSEREEVIDFVAPYF

DLVGITIMMOQRPSSPSSLFKFLTVLETNVWLCILAAYFFTSFLMWIFDRWSPYSYQNNRE
DLVGITILMKKPKVPTSLFKFLTVLEPEVWICILFAYAFTSVLLWIFDRESPYSYQNNKE
EQTGISIAIRKPVRRTSLFKEFMTVLRLEVWLSIVAALVGTAIMIWEMDKYSPYSSRNNRQ
DOSGISIAMRKROQREESLFKFMTVLKAEVWVSIVAALVVTGIMIWLLDRYSPYSAQNNAD

KYKDDEEKREFNLKECLWECMTSLTPOGGGEAPKNLSGRLVAATWWLFGFITITIASYTANL
RYKDDDEKREFTFKECLWECMTSLTPOGGGEAPKNLSGRLVAATWWLEFGFITIIASYTANL
AYP--YACREFTLRESFWFALTSFTPOGGGEAPKATISGRMLVAAYWLEFVVLMLATEFTANL
LYP--PHCRKFTLKESFWEFALTSFTPQGGGEAPKALSGRTLVAAYWLFVVLMLATFTANL

AAFLTVSRLDTPVESLDDLAKQYKILYAPLNGSSAMTYFERMSNIEQMFYEIWKDLSLND
AAFLTVSRLDTPIESLDDLSNQYKVQYAPMNGSSTMTYFERMAYIEKKFYEIWKDMSLND
AAFLTVERMQTPVQOSLEQLARQSRINYTVVKDSDTHQYFVNMKFAEDTLYRMWKELALNA
AAFLTVERMQTPVSSLDELAGQSKINYTVLOSTATYQYFFNMAAAEEELYRVWKELTLNS

SLTAVERSKLAVWDYPVSDKYTKMWOAMOEAKLPATLDEAVARVRNSTAAT-GFAFLGDA
SMSDVERAKLAVWDYPVSDKYTKMWOSMOEAGLPOQTFESALERVRKSTSSSEGFAYLGDA
SK-—--DFKKFRIWDYPIKEQYGHILLAINSSQPVADAKEGFANVDAHENAD--YAFTIHDS
TS—--DOSKYRVWDYPVKEQYTHILQVIEESGPVDTAEVGFQRVLDNANGE--FAFIHDA

TDIRYLOLTNCDLQVVGEEFSRKPYAIAVQOGSHLKDOQFNNAILTLLNKRQLEKLKEKWW
TDIRYQVLTNCDLQIVGEEFSRKPYATIAVQQOGSPLKDQFNDAILKLLNQRKLETLKERWW
AEIKYEITRNCNLTEVGEVFAEQPYAVAVQQGSHLGDELSYAILELQKDREFFEELKAKYW
SEIRYEVYHDCLLTEVGEPFAEQPYATAVQQGSHLODEISRTILELOKDRYFEALSAQEW

KNDEALAKCDKPEDQSDGISIQONIGGVEIVIFVGIGMACITLVFEYWWYRYRKNPRIIDV
NONPEKKVCEKDDDQSDGISIENIGGVFIVIFVGIGLACVTLAFEYWWYKHRKGPRVTDS
NOS-NLPNCPLSEDQ-EGITLESLGGVFIATLFGLVLAMMTLGMEVLYYKKKONALEITQ
NSS-ARGPCPNDNDS-EGITLQSLGGVFIATLIGLALAMLALAAEVLYYRR-—-—-——-——-—

AEANAERSNAADHPGKLVDGVILGHSGEKFEKSKAALRPRFNQYPATFKPRF-—————--—

ARKVLAVR----EYPTNDVDKSNFTTDKSNEFNTEYTTGGDGYDIAPVANPW* - ————————
VRPVNDSS---GSGGNSSTAPPTATSTTKQAWHIPVLEAEEKPAKVSPPPSFETATEFRGK
————————————— GGTSQVTDITPKKALKMAVER--—-—-—--DHVARINVTPVY*-——————



