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S.cerevisiae                    P                                                                   P         K        F Y I                  Q     RK       TVF              L  NA    KILK   L..MNFSSIF SISN..FQ   T E.......ETAITETALW CFDGT  ADSLP.V   KAKRSPENES.... IL  VHKS    I G 
S.pombe                    P                                                                   P         S        F Y L                  T     IR       SVF              L  RA    KTLR   I.MDFIKSAA FIAKAGSQ   D N......EKIPLSSNSVW LQTGS  ESAQP.C   SIS.LSTHPE.WAE AD  CETM    H C 
P.pastoris                    P                                                                   P         A        I Y F                  N     SK       SIF              M  NA    KVLK   V.MNFLAKTV SLSGGFSS   N GDVIVTGVENDIYSNSIW VYKGT  SDKTVNC   MVDTKSVTDELFVD IG  FKFS    L G 
A.thaliana                    P                                                                   P         A        L Y I                  S     SK       SIF              A  NG    RTVR   IMFKFLKGVV GSGTGLKD   N G.......DPYPSAWGSW HFRGT  DDGSP.V   ALSGNNAQDG.HLA GR  VKRL    H N 
C.elegans                    P                                                                   P         Q        F Y I                  S     KK       ATI              T  QQ    KTMR   IMASVLSSFF RDPK..SQ   D P.......GAEEHFFDRV IGNSF  AEPGE.L   FWDNRSS....... LK  AQKL    H N 
D.melanogaster                    P                                                                   P         S        F Y I                  T     RK       SVF              L  AA    KTLR   I....MWSFF RDSS..KD   D G.....EPVGGFDQYSIW LHKAK  TTLEE.V   VYDIRSGSDT.KCE AK  LKRL    H S 
H.sapiens                    P                                                                   P         A        F F L                  A     KK       SIF              V  AA    KTLR   I....MW.FF RDPV..RD   E IP...EPPEGGLPGP..W LHRGR  ATGSP.V   VYDVKPGAEE.QTQ AK  FKRF    H N 
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S.cerevisiae                         TE   P                     G         F                        W T L T  S             IV      F                  E  I QL ATL  L     FV  TL    VFI    E VL C V E FD DPQ.......STF    RVV  PWDNLGSLS...QNKFGV L  S  L   G  K...N  LG  SKDS   NIKG    F
S.pombe                         TE   P                     G         F                        W K L T  S             IA      V                  T  L RV AAL  L     IV  NL    VYL    E II I Y S YK ST........HLY    TVR  TTELNELS......AEIK Y  W  S   S  N.DKN  HG  QMSS   NSAD    G
P.pastoris                         TE   P                     G         F                        W N L A  N             IV      L                  L  L NI EAL  I     TA  NV    IFV    E KL L V H SN DS........HYY    QAI  DKYLSQND....LTSEQL F  Y  S   K  NVEGA  HC  NRHS   TESG    F
A.thaliana                         TE   P                     G         F                        W S L S  V             IV      L                  A  L QI KAV  L     LV  NV    VVV    D KL L F H TE ETHDGSTTKVTIY    PVM  SDKIKELGLKATQRDEYF L  H  G   S  NNDCK  HG  CLAS   TPTL    H
C.elegans                         TE   P                     G         F                        W T L S  L             LV      L                  S  M QL NAL  M     LS  NL    VFV    D KI I Y D IE EG........TFY    KCK  ELYLKEAGLTESQKEFVV W  F  L   K  H.EAK  HE  RKG.   TAGG    G
D.melanogaster                         TE   P                     G         F                        W Q L S  T             VA      L                  A  I QI RAL  L     LR  NV    VFV    E KL L Y D LE DK........MLY    AVD  GTYFSKLGSDNVQKGLYL W  F  T   S  NNDGN  HN  SAWS   NASG    G
H.sapiens                         TE   P                     G         F                        W A I G  T             VV      L                  S  L QI KAL  L     LI  NV    VFV    E KL L Y D LE EK........CLH    AVT  GIYLKARVEAGGLKELEI W  H  V   S  VNDCS  HN  CMAA   DRAG    G
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S.cerevisiae                                                    D   L                        I L                                                I     G LI  L A          V        KG ELCSSKEGLSAFEFASRARSYYNIIGSQLP............CEDPNT  SMG  L  KS M P.SCLPKDWI NVNM SDG ITIEN
S.pombe                                                    D   L                        I F                                                L     G FI  L N          S        ID FLAGDSPQFIKDNHDKILNWSRLVPFEIQS........STLNSASFIY  SYE  K  SH Y G....TPGDL QRGN PAN FVSAK
P.pastoris                                                    D   L                        I F                                                I     G LT  L N          N        LG ELATNAQNISTSLVPMGFRLPSFKDTLAPPEYLKDSQTCVQSLLQAIK  AWQ  V  YE F DVKMTDSSLM SFTK PKN VPYLR
A.thaliana                                                    D   L                        I L                                                I     G LI  L S          R        LA DVLSEFDGSNESASGPMLPYEWLVGTQYKPMEMVKSDWVAIRKSPPWA  SWG  C  YE F GSKLAKTEEL NTVG PKS LPDYQ
C.elegans                                                    D   L                        I L                                                T     A VL  V N          Q        IG HLVTG..................FTSP....................Q  LNQ  I  WE F G.FNDAITRP APGK PQR HELYK
D.melanogaster                                                    D   L                        I L                                                V     G LV  A N          K        LS EYVSAADGNP.MPPAKIPVTLEVYDSPEK......NDPSKLKAATKCS  MWG  C  WE F G.VLKQRSNL DIEH PKS QSLYC
H.sapiens                                                    D   L                        I L                                                A     G LI  V N          R        LG DYMYSAQGNGGGPPRKGIPELEQYDPPEL......ADSSGRVVREKWS  MWR  C  WE F G.PLPRAAAL NPGK PKT VPHYC

S.cerevisiae
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S.cerevisiae  R     TET      IN       L IK  Q     MSNLEN    SR IF N T   I                 QSI  A SF KRLEN   WRSNPL  FYQELRE H  DP GKLVV      LYLE  E  R L PGM ENFIIPELCEIIKLLMT   SS A PIGMN
S.pombe  L     KQK      LK       F RT  I     LSEVRI    DR KL Q L   L                 VVL  L LK LNVEG   LLASEF  LGERPGG F  HL TLYEL      NEEE  V  K L SSK EVIPK.......NYIQK   NI F LLSID
P.pastoris  L     ASR      FE       F KS  V     LNEFSL    EK AF Q L   E                 KVL  L TK LSPSV   CSPQQF  VG..TST F  PL DMVKI      AADH  L  F N QTE ITPPN.......GFLEN   PH L FFKQT
A.thaliana  L     SRR      LE       Y QN  V     MDILNL    EK TF R L   A                 KLL  L SR LSSMP   LNTSKL  ....NGE F  KL DTIHF      KDSV  D  F K PNV EQLPR.......EIVLK   PL A SLEFG
C.elegans  I     AAR      IK       Y KN  V     LEEFEL    EK SF M L   I                 KIL  L LK G.AQS   LAVCDI  EYRLTGG L  KF DTLLF      KEAS  Q  F H REN DIFPE.......DVAKY   PK I TYEYG
D.melanogaster  L     SNR      IT       F KN  V     LEEIQI    EK RF S L   L                 KIL  L TE VGASP   PNPADI  RCRKPGG F  DL DTLLF      KDKA  N  F G TTH DNFPD.......NVCRH   PQ I AYEYG
H.sapiens  L     KVR      LQ       F SN  V     LEEIQI    EK KF Q L   L                 KVL  L TE VGANP   PNPARF  NCRAPGG M  RF ETNLF      KEPA  Q  F E SKS DAFPE.......DFCRH   PQ L AFEFG
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S.cerevisiae                                            R  LL       V      L   S T  F   F   I QSF L DR V     I L      L    IS RIY   I  L DSD TLRL TLKT FNASHKL PFLAIV DLT E NT PVG NDL T   K P  Q  FL   Y PKLIGP SKSE  S   PHF QG T   A    Q    I
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D.melanogaster       L    L           Q        R         I          R   L  A       D     R  LA   N N  N EVLR FARL   DD   I   TTV L K    L   V     V VS FIR AMR        A V  L  T   F IH  PK  Y N  V    H     AR  QGG  TN   C G  APH HPQ .. QR        .    PFPPA V G LA AA QQY L
H.sapiens       L    L           Q        R         I          R   L  A       D     R  LA   N A  N ELMK FARL   DE   I   TTV L K    L   T     V TS FSR ATR        A V  F  T   Y LL  PK  E N  V    H     AK  QGP  CN   C G  GSY SAS .. HR        .    PFAPS V G LG AA HNL S
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P.pastoris                  D     R     SRVL AI   L      I      V   YM KIEK                               S  D    APEECC    S  APL L KFST  SECDR FKL  E    AAKEIPDDTDDAIELVNDEMNKQENLKEQIG FG FGWS LTNITNKIGG
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C.elegans                  D     R     NRIV SL   T      V      A   FL KLEK                               A  A    SLVEIS    P  IPL C PEKQ  DQAFK IRG  E    ASENPACIPELEAGVKAGASSILDHEKVPQW SW LKSL GKFYKGPPPA
D.melanogaster                  D     R     NRVL SL   T      V      T   FL KLEK                               A  A    TLSEVA    P  CSL V PEKT  DPAFK IRG  G    VSEDPSLRETMEADVHTAT.PSIGNAAA.TW GW VTAV AKFYRSQS.D
H.sapiens                  D     R     QKIL VL   T      V      A   FL KLES                               A  A    SMNDCA    P  CGL V PEKS  DQAFK IRS  S    VSEDPTQLEEVEKDVHAASSPGMGGAAA.SW GW VTGV S..LTSKL.I
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S.cerevisiae S             I PSATTPSNITESE DSAQDGS....................................................................
S.pombe M             I KKESLELKNDTTE K..........................................................................
P.pastoris T             Q LNAEVNQVTPGPS AQTPTQS....................................................................
A.thaliana S             T SSAPSLAAAASNA STATEAPSVKAS...............................HHTRSNSDFTDQPAPPSP..............
C.elegans E             R VKPGAPATADTSS PVTPNPTAEKEKSSTVLKPTPAKPATNDG.............WGDLTDGGDMFAVKDSNDS..............
D.melanogaster S             K SRPRPPLTGRNLS PASLEQPSSSSLSTTTSSVTSMTSLEHESNDTSASASDYGNNDWDNENWGEMDTSQDPSSPLAASSNNGALMAAN
H.sapiens R             Q SHPTTAPTETNIP RPTPEG....................................HWETQEE.DKDTAEDSS................
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S.cerevisiae                                                                           V              S....GWDDLSDTDGFITNGTTESFDETTNPVTTASTPKLFGKPIKINKSWNDELND......DGWIQDESGPSK PQKHTRPQNSTLAK 
S.pombe                                                                           V              L..................................................................EKKNSKSR VGNTENSKDEFNNP 
P.pastoris                                                                           R              I................................FTNLPSQVLQPTISKATEDDSWN.........FDMEKEPSSQ FNTEEKLPQHRSKP 
A.thaliana                                                                           V              I...TSTDGWGDAENGISEGHESDK....DGWDLEPLDEPKPSPALANIQAAQKRPVSQSSRPSAATSSRPKIST KAAAKTEDDDLWGS 
C.elegans                                                                           T              S....AIDDWADINTKSNDADDWGVGWDTPIATATSSPIPGVKKSSSSSSAAAKKPTIGRLNLGSNLAGSSAQKQ KKAIDDNIDALLGI 
D.melanogaster                                                                           E              VALSEVRDGWDNEEWGSLEEDPCEE...EEQAEQEQQQQQLARQSISSTSSSQPNQRPLLPHQQQYPHQQQLQQH LNDLIEPLAKLNSH 
H.sapiens                                                                           A              E....TADRWDDEDWGSLEQEAESV...LAQQDDWSTGGQVSRASQVSNSDHKSSKS.........PESDWSSWE EGSWEQGWQEPSSQ 

690       700       710       720                                            730       740 

S.cerevisiae       L IK  K    A R      TIAPSSR S  KK TTIL P NIASNS VTTKSS.....................................LSNKTARSKPISSIRGSVTK
S.pombe       I ES  E    E E      EFETEEQ D  WM NWND E TENNVE SWGL...........................................................
P.pastoris       L LK  S    A T      NTLGKKS S  TL LKPN N PNTKIS KMDQN..........................................AWDDDNDNWDNDFEFG
A.thaliana       T SR  N    V S      AAAPPPA T  PL VKKT Q DDEDPW AIAAPP......................................PTTRAKPLSSGRGRGAKPA
C.elegans       S VK  S    M N      TAPPAAG S  PN LNAL N SSSSTN GWGFDD...PLPTTNNSSANKGWDDDGWGDNSMSSNVLQPTAVLQPTKMKDDKDARRAEMQAR
D.melanogaster       S LR  E    S S      ATSPSKQ M  PK LPNL S NTSPTS TANCNNISPPSSHLNNSTHNANWNSDSWADGEFEP...LDESGFGNAKLDEARRKREEKKLQR
H.sapiens       R AS  N    E S      APPPDGT L  EY WGGP S DKGDPF TLSAR....PSTQPR.........PDSWGEDNWEG...LETDSR.QVKAELARKKREE....R

      750       760

S.cerevisiae KGNVDGWDDDGDSDSWDTNW.............
S.pombe .................................
P.pastoris DNNIEGEEAEEDEGWGDQW..............
A.thaliana ALKLGAQRINRTSSGM.................
C.elegans NEARRKEQMDRKKSAGAMKLASVEKKMDDFADW
D.melanogaster QRELEARRAQR..ASGPMKLG..AKKL......
H.sapiens RREMEAKRAERKVAKGPMKLG..ARKLD.....
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