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Cluster miR-17~92
miR-17 miR-19a miR-20a miR-19b-1miR-92a-1
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Cluster miR-106a~363
miR-106a R-1 miR-20b miR-19b-2 miR-92a-2 miR-363
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Sequences of E2F1 associated miRNAs

Mmu-miR-17 CAAAGUGCUUACAGUGCAGGUAG
Mmu-miR-20a UAAAGUGCUUAUAGUGCAGGUAG
Mmu-miR-20b CAAAGUGCUCAUAGUGCAGGUAG

Mmu-miR-106a CAAAGUGCUAACAGUGCAGGUAG

Figure S4
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Figure S5
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