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The representative 2D-DIGE images show a direct comparison between the cellular proteome of 
untreated HUVECs (blue), the secretome of untreated HUVECs (red in left panel, green in right 
panel), and the secretome of PMA-treated HUVEC (green in left panel, red in right panel). The 
most abundant common proteins were numbered, excised and identified by LC-MS/MS.  




