Table S1. Primer sequences for Site-Directed Mutagenesis (SDM)

Amino acid no. Mutation Primer sequence (mutation)
on GmRIC1

31 L31A For. TGCAGGCTAGTAATGCCCATGGCCATCC (CTC-GCC)
Rev. GGATGGCCATGGGCATTACTAGCCTGCA (GAG-GGC)

58 K58A For. AGACGACCTATCAGCGCATATACATGTTC (AAG-GCG)
Rev. GAACATGTATATGCGCTGATAGGTCGTCT (CTT-CGC)

77 R1E For. GATGGAAATACGCATGAGCTCGCACCAGAGG (AGG-GAG)
Rev. CCTCTGGTGCGAGCTCATGCGTATTTCCATC (CCT-CTC)

78 L2A For. GGAAATACGCATAGGGCCGCACCAGAGGGAC (CTC-GCC)
Rev. GTCCCTCTGGTGCGGCCCTATGCGTATTTCC (GAG-GGC)

78 L2N For. GGAAATACGCATAGGAACGCACCAGAGGGAC (CTC-AAC)
Rev. GTCCCTCTGGTGCGTTCCTATGCGTATTTCC (GAG-GTT)

78 L2R For. GGAAATACGCATAGGCGCGCACCAGAGGGAC (CTC-CGC)
Rev. GTCCCTCTGGTGCGCGCCTATGCGTATTTCC (GAG-GCG)

79 A3D For. ACGCATAGGCTCGATCCAGAGGGACCAG (GCA-GAT)
Rev. CTGGTCCCTCTGGATCGAGCCTATGCGT (TGC-ATC)

80 P4R For. GCATAGGCTCGCAAGAGAGGGACCAGATCC (CCA-AGA)
Rev. GGATCTGGTCCCTCTCTTGCGAGCCTATGC (TGG-TCT)

81 E5A For. ATAGGCTCGCACCAGCGGGACCAGATCCTC (GAG-GCG)
Rev. GAGGATCTGGTCCCGCTGGTGCGAGCCTAT (CTC-CGC)

81 E5R For. ATAGGCTCGCACCAAGGGGACCAGATCCTC (GAG-AGG)
Rev. GAGGATCTGGTCCCCTTGGTGCGAGCCTAT (CTC-CCT)

81 E5T For. ATAGGCTCGCACCAACGGGACCAGATCCTC (GAG-ACG)
Rev. GAGGATCTGGTCCCGTTGGTGCGAGCCTAT (CTC-TGC)

81 E5V For. ATAGGCTCGCACCAGTGGGACCAGATCCTC (GAG-GTG)
Rev. GAGGATCTGGTCCCACTGGTGCGAGCCTAT (CTC-CAC)

82 G6A For. GCTCGCACCAGAGGCACCAGATCCTCATC (GGA-GCA)
Rev. GATGAGGATCTGGTGCCTCTGGTGCGAGC (TCC-TGC)

83 P7A For. CTCGCACCAGAGGGAGCAGATCCTCATCATA (CCA-GCA)
Rev. TATGATGAGGATCTGCTCCCTCTGGTGCGAG (TGG-TGC)

84 DSA For. CACCAGAGGGACCAGCTCCTCATCATAAT (GAT-GCT)
Rev. ATTATGATGAGGAGCTGGTCCCTCTGGTG (ATC-AGC)

85 P9A For. AGAGGGACCAGATGCTCATCATAATTTTG (CCT-GCT)
Rev. CAAAATTATGATGAGCATCTGGTCCCTCT (AGG-AGC)

86 H10A For. AGGGACCAGATCCTGCTCATAATTTTGCAAC (CAT-GCT)
Rev. GTTGCAARATTATGAGCAGGATCTGGTCCCT (ATG-AGC)

87 H11A For. ACCAGATCCTCATGCTAATTTTGCAACACC (CAT-GCT)
Rev. GGTGTTGCAARATTAGCATGAGGATCTGGT (ATG-AGC)

88 N12A For. AGATCCTCATCATGCTTTTGCAACACCAC (AAT-GCT)
Rev. GTGGTGTTGCAAAAGCATGATGAGGATCT (ATT-AGC)

89 F89A For. ATCCTCATCATAATGCTGCAACACCACCAAG (TTT-GCT)
Rev. CTTGGTGGTGTTGCAGCATTATGATGAGGAT (AAA-AGC)

89 F89* For. ATCCTCATCATAATTAGGCAACACCACCAAG (TTT-TAG)
Rev. CTTGGTGGTGTTGCCTAATTATGATGAGGAT (AAA-CTA)

9293 PP92/93AA  For. ATAATTTTGCAACAGCAGCAAGAAACTAAAG (CCA-GCA)
Rev. CTTTAGTTTCTTGCTGCTGTTGCAAAATTAT (TGG-TGC)




Table S2. Primers for domain swap constructs

Construct

Primer

Primer Sequence

RIC1

Fwd

GCGCGAATTCCCGCATGGCAAATGCAA

Rev

GCGCGGTACCCGAAATCTACTCCAAACAAAGCTACTT

NIC1

Fwd

GCGCCTCGAGATGCTTGAAGCCTTGGGG

Rev

GCGCGGTACCTTAGTGATGTTTTTGATCAGGTCC

RNN

RIC1 Fwd

CCTCAAGAGAACTAGCCTGCAAAGTCAT

GCAGGCTAGTTCTCTTGAGGCATTCATAG

NIC1 Rev

NRRR

NIC1 Fwd

CATGGAGATTACGACTTTCAAGCTTGGA

TGAAAGTCGTAATCTCCATGGCCATCCC

RIC1 Rev

NNNR

NIC1 Fwd

NP WNIRFRIRARWINEF

GCGCGGTACCTTAGTTTCTTGGTGGTGTTGCAAAGTGAT
GTTTTTGATCAGGTCCT

NNRR

NIC1 Fwd

GTGCGAGCCTTTTGGACACTCTAGGATT

AGTGTCCAAAAGGCTCGCACCAGAGGGA

RIC1 Rev

RRN

RIC1 Fwd

NP WINPF

GCGCGGTACCTTAGTGATGTTTTTGATCAGGTCCTCCAG
GGCTTAGTCTATGCGTATTTCCATCTTTG

RRNR

[ERN

RIC1 Fwd

N

GCGCGGTACCTTAGTTTCTTGGTGGTGTTGCAAAGTGAT
GTTTTTGATCAGGTCCTCCAGGGCTTAGTCTATGCGTATT
TCCATCTTT

NNR

[ERN

NIC1 Fwd

GCGCGGTACCTTAATTATGATGAGGATCTGGTCCCTCTG
GTGCGAGCCTTTTGGACACTCTAGGATTT




